GH45

GDFETIPNGFSGTGRTTRYWDCCKPSCSWPGKSNSVTGPVRSCGVSGNVLDANAQSGCIGGEAFTCDEQQPWSINDDLAYGFAAASLAGGSEDSSCCTCMKLTFTSSSIAGKTMIVQLTNTGADLGSNHFDIALPGGGLGIFTEGCSSQFGSGYQWGNQYGGISSLAECDGLPSELQPGCQFRFGWFENADNPSVEFEQVSCPPEITSITGCARTDE


GH45-CBM1

DVPLWGQCGGIGYTGSTTCSQGSCVYLNDWYFQCLPEEETTSSTSSSSSSSSSSTSSASSTSSTSSTSSTSSTSSSTSSSSIPTSTSSSGDFETIPNGFSGTGRTTRYWDCCKPSCSWPGKSNSVTGPVRSCGVSGNVLDANAQSGCIGGEAFTCDEQQPWSINDDLAYGFAAASLAGGSEDSSCCTCMKLTFTSSSIAGKTMIVQLTNTGADLGSNHFDIALPGGGLGIFTEGCSSQFGSGYQWGNQYGGISSLAECDGLPSELQPGCQFRFGWFENADNPSVEFEQVSCPPEITSITGCARTDE


GH45-CBM5

AQAETASLYHQCGGANWEGATQCISGAYCQSQNPYYYQCVATSWGYYTNTSISSTATLPSSSTTVSPTSSVVPTGLVSPLYGQCGGQNWNGATSCAQGSYCKYMNNYYFQCVPEADGNPAEISTFSENGEIIVTAIEAPTWAQCGGHGYYGPTKCQVGTSCRELNAWYYQCIPDDHTDASTTTLDPTSSFVSTTSLSTLPASSETTIVTPTSIAAEQVPLWGQCGGIGYTGSTICEQGSCVYLNDWYYQCLISDQGTASTTSATTSITSFNVSSSSETTVIAPTSISTEDVPLWGQCGGIGYTGSTTCSQGSCVYLNDWYFQCLPEEETTSSTSSSSSSSSSSTSSASSTSSTSSTSSTSSTSSSTSSSSIPTSTSSSGDFETIPNGFSGTGRTTRYWDCCKPSCSWPGKSNSVTGPVRSCGVSGNVLDANAQSGCIGGEAFTCDEQQPWSINDDLAYGFAAASLAGGSEDSSCCTCMKLTFTSSSIAGKTMIVQLTNTGADLGSNHFDIALPGGGLGIFTEGCSSQFGSGYQWGNQYGGISSLAECDGLPSELQPGCQFRFGWFENADNPSVEFEQVSCPPEITSITGCARTDE

[bookmark: _GoBack]Figure S4. Amino acid sequences of GH45, GH45-CBM1 and GH45-CBM5. Lys residues are highlighted in blue, Trp in the catalytic domain in green and Trp in the CBMs in red.

