Table S2. Amino acid sequence identity (%) among the AAR sequences used in the present study.
	
	PCC 7942
	BP-1
	MIT 9313
	M. aeruginosa
	PCC 6803
	PCC 7421
	PCC 73102
	PCC 7336
	ATCC 51142
	CCMP 1986
	RS9917 
	CB0205

	PCC 7942
	–
	70
	63
	68
	68
	65
	70
	61
	67
	61
	63
	62

	BP-1
	70
	–
	59
	73
	71
	67
	76
	63
	72
	58
	59
	58

	MIT 9313
	63
	59
	–
	57
	60
	56
	62
	53
	60
	73
	82
	72

	M. aeruginosa
	68
	73
	57
	–
	76
	63
	72
	63
	77
	59
	59
	57

	PCC 6803
	68
	71
	60
	76
	–
	62
	74
	62
	78
	59
	60
	59

	PCC 7421
	65
	67
	56
	63
	62
	–
	67
	66
	60
	55
	57
	56

	PCC 73102
	70
	76
	62
	72
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	67
	–
	66
	75
	59
	62
	59

	PCC 7336
	61
	63
	53
	63
	62
	66
	66
	–
	60
	54
	54
	53

	ATCC 51142
	67
	72
	60
	77
	78
	60
	75
	60
	－
	60
	60
	58

	CCMP1986
	61
	58
	73
	59
	59
	55
	59
	54
	60
	－
	77
	67

	RS9917
	63
	59
	82
	59
	60
	57
	62
	54
	60
	77
	－
	73

	CB0205
	62
	58
	72
	57
	59
	56
	59
	53
	58
	67
	73
	－



