serpula lacrymans_5/1-229
schizzophylum commune_ 15/1-228
schizzophylum commune_ 16/1-228
chaetomium globosum 8/1-223
pyrenophora trici_repentis_ 13/
pyrenophora_teres_11/1-209
Phaeospherar1a_nodorum_18/1 -21
podospora_anseria_18/1-223
thievela terestis 18/1-224
mycellophthora thermophilia 21
TYPE1:NCU03328/1-229
emmericella nidulans__3/1-229
aspergillus_tereus_4/1-228
podospora_anseria_11/1-231
glomerrela graminic__6/1-230
arthrobotrys_oligospora_11/1-1
pyrenophora_trici_repentis_ 20/
Phaeospheraria nodorum 28/1-22
myceliophthora_ thermophilia 16
thievela_terestis_11/1-231
chaetomium_globosum 24/1-226
chaetomium thermohilum 14/1-23
TYPE1: NCU02344/1 232
myceliophthora_thermophilia 2/
sodaria_macrospora_4/1-217
neurospora_tetrasperma_ 12/1-21
TYPE1:NCU00836/1-218
thievela_terestis_7/1-223
podospora_anseria_5/1-221
leptosphaeria 1 maculans _15/1-17
glomerrela graminic_| 9/1-232
glarea_lozoyensis_6/1-240
TYPE2:NCU02240/1-235
botryotinia_fuckeliana 2/1-234
botryotinia_fuckeliana 12/1-24
sclerotinia_sclerot_5/1-240
Phaeospheraria nodorum_ 9/1-227
chaetomium_thermophilum 18/1-2
cholletotrichum higginsianum 3
podospora_anseria_30/1-234
myceliophthora_ thermophilia 10
neurospora_crassa 1/1 236
TYPE2:NCU01050/1-226
neurospora_tetrasperma 1/1-236
sodaria macrospora_11/1-236
Paravalsa_indica_8/1-210
pyrenophora_trici_repentis 11/
leptosphaeria maculans_11/1-22
Phaeospheraria nodorum 14/1-22
pyrenochaeta_ lyocope_1/1-227
pyrenophora_ terestis_25/1-227
glarea lozoyensis_1/1-214
myceliophthora_ thermophilum 12
chaetomium_thermophilum 7/1-24
podospora_anseria_15/1-234
thievela terestis 10/1-235
podospora_anseria_ 24/1-240
pyrenophora_teres_17/1-233
pyrenophora_trici_repentis_
chaetomium globosum 22/1-239
thievela terestis 17/1-240
glomerrela graminic_32/1-232
verticillium dahliae 23/1 243
verticilium . albo atrum 15/1-21
glomerrela graminic_: 17/1 -244
chaetomium _globosum 23/1-244
podospora_anseria_29/1-244
chaetomium thermophilum 15/1-2
sodaria macrospora 16/1-245
myceliophthora_thermophilia 5/
thievela_terestis_2/1-244
Paravalsa indica 13/1-241
Paravalsa_indica_12/1-241
myceliophthora_ thermophilia 6/
chaetomium _globosum 31/1-241

8/
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KSITLLSIAA-VLLPSVSARYRWTSL----VVGS-TITTA-YEYVR--——
RVPTL-LAAA-PLATTALAEYTLPVL----VVNG-EPSGE-WVNIR----
RLSSL-IATA-SLAASALAEYTLPTL----IVNG-QPSGE-WVNIR----
LTTT--FALL-GAALGASALY TLPKV----GSGS-DW----- QHVRRA--
KTSA--LLIA-AGATLASARYTLPSI----NGDG-TW--—-— VHVRQA- -
KTSA--LILA-AGATLASARYTLPSI----NSDG-TW--——— VHVRQA--
KTST--VLLA--AASVASAEYTLPIV----NGDS-AW--—-- THVRQA--
LASL--ALVL-STALSATAEYTLPRV----GNGA-DW--—-- QHVRRA--

——————— MLANGA--IVFL-AAALGVSGEYTWPRV--—--NDGA-DW-----QQVRKA-—
LTTT--FALL-TAALGVSARYTLPRV----GTGS-DW--—-— QHVRRA--
LPSI--SLLL-AAALGTSALYTFPKVWANSGTTA-DW--—-— QYVRRA--
KSGLL-FTTA-SLALTASAEYVFPAL----VQDG-AATGD-WKYVRDW-—
KGSYL-LGSA-MLAATSYAYVFPAL----IKDG-EATPD-WKYVRQW- -
KASTT--LAV-LAAAGAQAEIYTFPGT----KYNG-VAQPQ-WDTVRIT--
KFSAV--LVA-LAAASAEAEYTFGRL----VYGG-TTYPE-WQYVRKT-—

g g g g S S —— T__
KYSLA--ALL-AVASTASARYTLPEL----TVKG-VKTGQ-WAYVRKT- -
KTAFL--SLL-AAASTASAEYTFPGF----ISGS-TVTSP-WEYVRKT--
KLTSS--LAV-LAAAGAQAIYTFPRA----GTGG-SLSGE-WEVVRMT - -
KLTTS--VAL-LAAAGAQAIYTFPQT----DING-QLSGE-WVTIRET- -
KFASS--VAL-LAAAGAQA[YTFPKT----VVDG-VTSAE-WETIRIT--
KFTTP--LAL-LAVVGVQAEYTFPRT-- - -KVNG-VLSGE-YETVRLT- -
KFSSA--LAF-LAAAGAQAEIYTFPKG----YSTG-AVSGE-YEHIRMT- -
KGLLGAAALS-LAVSDVSA[IY IFQQL----TTGG-VKHAV-YQY IRKN-—
K-LTVAAAL--LAASEASAYIFQQV----GTGT-TVNPT-WKY IRQH- -
K-LSVAAALS-LAASEASAEYIFQQV----GAGT-SVNPV-WKY IRKH- -
K-LSVAAALS-LAASEASALYIFQQV----GAGT-SVNPV-WKY IRKH- -
KGLFSAAALS-LAVGQASA[IY IFQQL----SING-NQFPV-YQY IRKN-—
KVFPIVTALT-LGVADVSALY IFQQF----GVGS-TKFGV-FEHIRKN- -
RLLNLL--—-— AAAGFCQARITIFVSL----DADG-VNSGI-SQGVRTP--
KTQS-YLSFA-ALLPFASABTIFSQL----QVGS-TTYPI-SYGIRTP--
KVLSLL----- AAASAASABRTIFVQL----EADG-TTYPV-SYGIRTP--
AMAK-FIVTS-YPESRAVVKAILTKP--—-—-—-——— SDT-SYAIRTP--
KLQL-IIPFS-FLISYVSARTIFMKL----QSGG-TLYNT-SYAIRTP--
KLQF-LIPSS-FLLSYVSARTIFTQL----ESGG-TLYNT-SYAIRDP--
KLSTTL----- FFATAASABITIFVSV----NGGK-V--—-— GDGVRVP--
KLLAPL----- ALVGAASARTIFVSL----EVNG-VNHGV-GNGVRVP--
KVLLSL--—-- LTASLASABTIFSSL----EVGG-VNQGQ-GNGVRIP--
KFAPI-—-——- LLASAASABTIFSSL----EVNG-VNHGV-GGGVRVP--
KVLAPL--—-— ILAGAASAEITIFSSL----EVGG-VNQGI-GQGVRVP-—
KVLAPL--—-— VLASAASAETIFSSL----EVNG-VNQGL-GEGVRVP-—
KVLAPL--—-— VLASAASARTIFSSL----EVNG-VNQGL-GEGVRVP- -
KVLAPL--—-— VLASAASARTIFSSL----EVNG-VNQGL-GEGVRVP-—
KVLAPL--—-— VLASAASAEITIFSSL----EVGG-VNQGL-GQGVRVP-—
RLAIALVLGA-TYVTGVFGEATFQQOL- - - -WVNG-VDQGS--YCVRLP- -
KYATIFL----AAAATVSARISTWQOL- - - -WVGS-EDKAG--TCVRTV--
KAGLILL----TAAASVSAEISTWQODL----WVGS-EDKAT--SCTRTV--
KSGLVLL----ATVASVSALISTWQQL- - - ~WVGS ~-DDKAG--TCVRTV-—
KSAIVLL----AAAASVSALISTWQQOL- - - -WVGS-SDKAA--TCVRTV--
KYATIFL----ATAATVSAEISTWQEL-- - -WVGT-SDKAG--TCVRTV--
GNASQSL------ RKQVSSEPNAQHP -~ —-SIPA-———————————————
KSFTLTTLAA-L-AGNAAAEATFQAL----WVDG-VDYGA--QCARLP--
KTLSLAALAA-LWAQ FHAMFQQL- - - ~WVDG-VDYGT--QCARVP-—
KSTFFAALTA-LAAKEIAARATFQQL--—-—-———— WHGS--SCARLP--
RTTFAAALAA-FAAQEVAGEAIFQQL-————————- WHGS--SCVRMP--
KSFTATALAA-LLAQQ STFQQL----WVDG-TDFGS--QCARLP-—
KSTFILAGVT-AFATQVAARATFQODL-——————————~— WS--TCARLP--
KNTFILVGLI-ALATQVVAEATFQDL--—-—-—————— WS--TCARLP--
KSFTVATLA--ALAGNAAARATFQQOL- - - -WVDG-VDYGS--QCARVP--
KSFTIAALAA-LWAQEAAAEATFQDL----WIDG-VDYGS--QCVRLP--
KSIAALALTA-SMANMVAGEAIFQQL----WVNG-KDEAD--SCVRMP--
KYA---ISAL-ALAALSQGEAIFQVV----SVNG-VEAPP-LSGLRAP--

————————— R-----—-—--NLGAIWEYGSSSEVG----SAPI-SEGPG-SERTPFP--
KLAF--LPAI-AFAS IFQKV----SVNG-KEYGS-LAGLRAP--
KLSL--VSLL-GAALSVEGEAIFQKV----SVNG-ADQGS-LTGLRAP-—
KFSF--IALL-ACGLTVDAEAIFQKI----SVNG-QDKGQ-LTGIRAP--
KLSL--ASLL-TAALSVQGEAIFQKV----SING-QDHGQ-LTGLRAP-—
KISL--LSLI-TYGLAVDAEAIFQKL----SVNG-KDNGQ-LTGIRAP--
KLSL--FSVL-ATALTVEG:AIFQKV----SVNG-ADQGS-LTGLRAP-—
KFSL--VSLL-AYGLSVEA[:IS IFQRV- - - - SVNG-QDQGL-LTGLRAP- -
KWAA--STLL-FAA-AANABTIFQKV----FVNG-ADQGL-LVGLRAP- -
KWAA--STLL-FAA-AANARITIFQKV-- - -FVNG-ADQGL-LVGLRAP- -
KPF----SLV-ALATAVSGEAIFQRV----SVNG-QDQGQ-LKGVRAP-—
KAF----SLV-TLATAVSGEAIFQRL----SVNG-QDQGQ-LKGIRAP- -
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podospora_anseria_4/1-241
sodaria macrospora_2/1-240
neurospora_tetrasperma 16/1-24
neurospora_tetrasperma 14/1-24
TYPE2:NCU02916/1-241
4EIR/1-223

pyrenophora trici_repentis 22/
verticillium dahiae 24/1-222
verticilium albo_atrum 16/1-21
verticillium dahliae_ 26/1-221
3zZUD/1-228
TYPE3:NCU07898/1-239
2YET/1-228
thermoascus_auranti_1/1-228
4EIS/1-224
giberella zeae 7/1-251
fusarium oxysporum 3/1-252
nectria_heamatococcuss_1/1-252
verticilium albo_atrum 13/1-24
verticillium dahliae_4/1-241
neurospora_tetrasperma_ 2/1-24
TYPE3:NCU07760/1-240
magna_porte_oryzae_16/1-243
podospora_anseria_31/1-244
hypocrea_ orientalis _1/1-246
tr1choderma_SP_SSL_1/1 -246
Hypocrea virens_3/1-246
trichoderma_atroviride_2/1-246
hypocrea_. rufa . 1/1-246
hypocrea_rufa 2/1 246
trichoderma_saturnusporum 1/1-
aspergillus_kawachii_37/1-247
aspergillus_tereus 6/1 245
neosartorya_fischeri_4/1-247
aspergillus_fumingatus_4/1-247
aspergillus_tereus_10/1-245
chaetomium_globosum 5/1-220
TYPE3:NCU05969/1-243
2VTC/1-228
aspergillus_fumingatus_1/1-245
neosartorya_ fischeri_1/1-245
aspergillus_niger_1/1-245
aspergillus_kawachii_40/1-245
aspergillus_tereus_5/1-232
emmericella nidulans_9/1-245
penicillum chrysogenum 2/1-245
aspergillus_niger_ 2/1-245
aspergillus_niger_ 12/1-244
aspergillus_kawachii_38/1-245
zea mys_1/1-245
aspergillus_clavatus_6/1-241
aspergillus_tereus_8/1-241
aspergilus_oryzae 7/1-242
aspergillus_favus 5/1-242
glomerrela graminic_4/1-242
aspergillus_fumingatus_3/1-238
cholletotrichum higginsianum 2
glomerrela graminic_7/1-238
aspergillus_clavatus_5/1-238
asperg11us_oryzae_5/1 -238
aspergillus_favus 3/1-238
aspergillus_niger 9/1-238
emmericella nidulans__6/1-238
aspergillus_clavatus_1/1-238
neosartorya fischeri 7/1 238
penicillum chrysogenum 4/1-236
verticilium albo_atrum 17/1-21
vert1c1111um_a1bo_atrum_17/1 -2
pyrenophora_teres_22/1-230
Phaeospheraria nodorum 4/1-230
pyrenophora trici_repentis 23/
podospora_anseria_17/1-231
glomerrela graminic_16/1-230
glomerrela graminic_31/1-230
chaetomium globosum 15/1-229
neosartorya_ fischeri 2/1-235
aspergillus_tereus_12/1-235
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E ————————— KAF----TLV-SLAASVS

SIFQKV----SVNG-VDQGQ-LKGVRAP--

T KTG---AILT-ALVASASARTIFQKV----SVNG-ADQGQ-LKGIRAP-~-
T KTG---SILA-ALVASASARITIFQKV----SVNG-ADQGQ-LKGIRAP-~
T KTG---SILA-ALVASASARITIFQKV----SVNG-ADQGQ-LKGIRAP-~
M KTG---SILA-ALVASASALITIFQKV----SVNG-ADQGQ-LKGIRAP--
----------------------------- XTIFSSL----EVNG-VNQGL-GEGVRVP--
E ————————— KTQSVLLAAL-ASAPAALARITVETDF-—--FVDG-MPQG-~~--=—==~~
M KTA---VVLG-LLAPFAFG, YLFRSI----TVNR-GRSAD-WEFVRET--
————————————————— MLG-LLAPFAFG . YLFRSI----TVNR-GRSAD-WEFVRET--
B---—----- KSS---ALLP-LLSSGVLAZYFFPNT----VVNG-VQSAE-WEFIRET--
————————————————————————————— XGFVQNI----VIDG-KNYGG-YLVNQYPY-
B---—--—- KT---FATLL-ASIGLVAAJIGFVDNA----TIGG-QFYQF-YQPYQDPY~-

¥A-FQSINSSKA-SFWLTLL-LPALGISA
‘SLLSEMTCFKA—ACWLALL—LPAITvsA
HTFFTAMSTLCA—SAWLYLL—FSAVSVS‘
w ---------- AQKALFAVV-FGAVSAAA
w ---------- AQKALFAVV-LGAVSAAR
H ---------- ARKSILTAL-AGASL

H ---------- ARMSILTAL-AGASLVAA
M KS-AALLAAL-GSAGTVLA
_______ MSNKA-ATLLAAL-SGAALVAA
------- MIQKLSNLLLTAL-AVATGVV
------- MIQKLSNLLLTAL-AVATGVVG
——————— MTQKLTSLLVTAL-TVATGVI
——————— MAQKLSNLFAIAL-TVATGVV
------- MIQKLSNLLVTAL-AVATGVV!
------- MIQKLSNLLVTAL-AVATGVVG
------- MIQKLSNLLVAAL-TVATGVV
_______ MRQAQSASLLAAL-LSATQ
------- MDRLSKSTLLALL---ASQVA!
_______ MRHVQSTQLLAAL-LFTTHVTA
_______ MRHVQSTQLLAAL-LLTTRVTA
——————— MHTLQSAILLGGL--LATQVARA
------- MPSYTSKTLLSAL-AGAVSVAR
------- MPSFTSKSLLAVL-AGAASVAR

E --------- SVPKIAAALL-SSAALVA!
w --------- SVSKIAAVLL-SSAALVA!
w --------- PLSKIAGVLL-ASASLVA!
H --------- SLSKIAGVLL-ASASLVA!
“ --------- SLSKIATGIL-ASATLVAG
“ --------- SVARTAGFAL-ASAATIVA!
w ————————— SVSKIAGLML-SSAAMVA!
H --------- SVAKIAGVVL-GSAALVA!
“ --------- SVAKIAGVVL-GSAALVAG
“ --------- SVAKIAGVVL-GSAALVA!
w ————————— SVAKIAGVVL-GSAALVA!
H --------- SVTKIAGILL-GSAAMVA!
“ --------- SVAKIAGVVL-GSAALVAG
“ --------- SIAKIAGVVL-GSAALVA!
MEEEEEEEEE SIAKIAGIVL-GSAAL
------- MSSFKNSIVLSAL-AGAVS

E --------- KLS--LLASV-ALVPFVSA
“ --------- KFS--AVVLA-AIAPLVSA
w ————————— KFS--AVALS-AVAPLASA
H --------- KLS--VITAV-ALVPFVSA
w --------- KLS--FLALA-AIAPFVSA
“ --------- KLS--FLALA-AIAPFVSA
“ --------- KLT--LLTTA-LIAPLVSA
w --------- KLS--LLAAA-AIAPMVSA
H --------- KLS--LLALS-AIAPLVSA
w --------- KLS--LLAAV-ALVPFVSA
“ --------- KFS--LVALA-AIAPMVSA
w --------- RFS--ILAVA-ALTPLASA
H --------- NFC--ILAAA-ALTPLASA
M KAV--ALFSL-LAPMVADA
________ MVKAT--AVLAL-LAPL-TQA
E ————————— KAV--ALFAL-VAPMVADA
H --------- KLS-SFTILA-GLAAQAQA
“ --------- RISTFLPVLA---VPEVQC
E --------- KGLLSFGLLA---APLVQ
w ————————— K---SFFVAA-ALAASAER
H --------- KLTSSILFSLASVTPLVS

g-———————- KSFSPSLLLLASVAPLVSG

XGFVQONI----VIDG-KNYGG-YLVNQYPY-
XGFVONI----VIDG-KNYGG-YLVNQYPY-

GFVDNA----TIGG-QFYQF-YQPYQDPY-
GHVDEI----IVNG-VSYQG-YGSTDFPY-
GHVDEI----IING-VSYQG-YGSTDFPY-
GHVTQV----IING-VAYGG-YLSTSFPL-
GFVETI----TVNG-KTYDN-YNPSTFPY-
GFVETI----TVNG-KTYDN-YNPSTFPY-
GHVSKV----IVNG-VEYQN-YDPTSFPY-
GHVSKV----IVNG-VEYQN-YDPTSFPY-
GHVDYI----IVEG-VQYPG-YDVTKYPW-
GHVSHI----IVNG-VYYQN-YDPTTHEFY-
GHINNI----VVNG-VYYQG-YDPTSFPY-
GHINNI----VVNG-VYYQG-YDPTSFPY-
GHVNNI----VING-AYYQG-YDPTLFPY-
GHVNNI----VVNG-VYYQG-YDPTSFPY-
GHINDI----VING-VWYQA-YDPTTFPY-
GHINDI----VING-VWYQA-YDPTTFPY-
GHINNI----VING-VYYQA-YDPTSFPY-
GHVTNL----VVDG-VYYEG-FDISVEFPY-
GHVTNI----VING-VSYQG-WDINSFPY-
GHVTNI----VVNG-VSYRG-WNIDSDPY-
GHVTNI----VING-VSYRG-WNIDSDPY-
GHVTNI----VING-VYYRG-WNIDSDPY-
GHVTNI----VING-VSYEG-FDPTSFPY-
GHVSNI----VING-EYYRG--FDSSLNY-

GQVONF----TING-QYNQG-FIL-DYYYQ

GFVITGA----VVDG-KYYTG-YLVNQYPY-
GEFVSGA----VVDG-KYYTG-YLVNQYPY-
GYVSSI----EVDG-TTYGG-YLVDTYYY-
GYVSSI----EVDG-TTYGG-YLVDTYYY-
GYVSGI----VADG-KYYSG-YLVDKYSY-
GYVTGI----VADG-TYYGG-YLVNQYPY-

GFVSGA----VVDG-TYHGG-YLVNNYPY-
GYVSGA----VIDG-EYYGG-YIVSSYPY-
GYVSGA----VIDG-EYYGG-YIVSSYAY-
GYVSGA----VVDG-QYYGG-YIVSSYAY-
GYVSGA----VVDG-QYYGG-YIVTSYAY-
GFVTGA----VVDG-TYHTG-YLVNNYPY-
GYVTGA----VVDG-KYYAG-YDVTSAPY-
GYVSGA----VVDG-QYYSG-YDM-SYHY-
GHVSGA----VVDG-QYYPG-YDI-SYHY-
GHVVSF----TDGS-QEFSG-YDVTKMAY -

YFFDVL----VIDG-KETRS-NEFVRSNT-
YEFDTL----IVDG-KATKS-FEYVRSNT-
YEFFDSF----IVDG-VATKS-FEYVRDNT-
YFFDKL----IVNG-KETAS-FQYVRSNT-
YFFDTL----IVDG-KESSP-NQYVRSNT-
YEFDTL----IVDG-KESSP-NQYVRSNT-

YEFDTL-~---VIDG-QETTP-NQYVRSNT-

YFFDTL----VIDG-QETTP-NQYVRSNT-
Y FFDVL----VIDG-KETKS-NEFVRSNT-
Y FFDVL----VIDG-QETKS-NEFVRSNT-
YFFDTI----VIDG-KEAS---DSVRSNT-
Y FFDKL----IIDG-VETRS-NEFVRSNT-
Y FFDKL----IIDD-VETRS-NEFVRSST-
Y IFSSL----IVNG-AQVGGDFAYARKNS -
Y TFNQL-- --LVDN-KAIGGDYAYTRKNT-
Y ITFNLL-=-—TV-—m———m———————————
YIFNIL----IVNG-QRIGGEYTYVRRNS-
Y ITFSQL----IVNG-NAVGSDYTYMRKNS -
Y ITFSQL----FVDD-KAAGGDYTYIRKNT -
Y IFNIL----MVND-QRMGGEYTYVRRNS-

YVESKL----IVDG-KPTQD-FEYIRKNT-
YVESKF----LVDG-SVSQD-FEYIRRNS-
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aspergillus_favus_7/1-235
aspergillus_fumingatus_6/1-235
4B50Q/1-217

3EJA/1-208

3EII/1-208

serpula_lacrymans_5/1-229
schizzophylum commune_ 15/1-228
schizzophylum commune 16/1-228
chaetomium _globosum 8/1-223
pyrenophora_trici_repentis_13/
pyrenophora_teres_11/1-209
Phaeospheraria_nodorum_l8/1-21
podospora_anseria_18/1-223
thievela_ terestis_18/1-224
myceliophthora_ thermophilia 21
TYPE1:NCU03328/1-229
emmericella nidulans__ 3/1-229
aspergillus_tereus_4/1-228
podospora_anseria_11/1-231
glomerrela graminic__6/1-230
arthrobotrys_oligospora_11/1-1
pyrenophora_trici_repentis_ 20/
Phaeospheraria nodorum 28/1-22
myceliophthora_ thermophilia 16
thievela_terestis_11/1-231
chaetomium _globosum 24/1-226
chaetomium_thermohilum 14/1-23
TYPE1:NCU02344/1-232
myceliophthora_thermophilia 2/
sodaria macrospora_4/1-217
neurospora_tetrasperma_ 12/1-21
TYPE1:NCU00836/1-218
thievela_terestis_ 7/1-223
podospora_anseria_ 5/1-221
leptosphaeria maculans_15/1-17
glomerrela graminic_9/1-232
glarea_lozoyensis 6/1-240
TYPE2:NCU02240/1-235
botryotinia_fuckeliana 2/1-234
botryotinia_fuckeliana 12/1-24
sclerotinia_sclerot_5/1-240
Phaeospheraria nodorum 9/1-227
chaetomium_ thermophilum 18/1-2
cholletotrichum higginsianum 3
podospora_anseria_30/1-234
myceliophthora thermophilia 10
neurospora_crassa_1/1-236
TYPE2:NCU01050/1-226
neurospora_tetrasperma_ 1/1-236
sodaria macrospora_11/1-236
Paravalsa_indica 8/1-210
pyrenophora_trici_repentis 11/
leptosphaeria maculans_11/1-22
Phaeospheraria nodorum 14/1-22
pyrenochaeta lyocope 1/1-227
pyrenophora_terestis_25/1-227
glarea_lozoyensis 1/1-214
myceliophthora_ thermophilum 12
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podospora_anseria_17/1-231
glomerrela graminic_16/1-230
glomerrela graminic_31/1-230
chaetomium _globosum 15/1-229
neosartorya_fischeri_2/1—235
aspergillus_tereus_12/1-235
aspergillus_favus_7/1-235
aspergillus_fumingatus_6/1-235
4B5Q/1-217

3EJA/1-208

3EII/1-208

serpula_lacrymans_5/1-229
schizzophylum commune_ 15/1-228
schizzophylum commune 16/1-228
chaetomium_globosum 8/1-223
pyrenophora_trici_repentis_ 13/
pyrenophora_teres_11/1-209
Phaeospheraria nodorum 18/1-21
podospora_anseria_18/1-223
thievela_terestis_18/1-224
mycellophthora thermophllla 21
TYPE1: NCU03328/1 229
emmericella nidulans__ 3/1-229
aspergillus_tereus_4/1-228
podospora_anseria_11/1-231
glomerrela graminic__6/1-230
arthrobotrys_oligospora_11/1-1
pyrenophora_trici_repentis_ 20/
Phaeospheraria nodorum 28/1-22
myceliophthora_ thermophilia 16
thievela_terestis_11/1-231
chaetomium_globosum 24/1-226
chaetomium thermohilum 14/1-23
TYPE1: NCU02344/1 232
myceliophthora_ thermophilia 2/
sodaria_macrospora_4/1-217
neurospora_tetrasperma_ 12/1-21
TYPE1:NCU00836/1-218

thievela_ terestis_7/1-223
podospora_anseria_5/1-221
leptosphaeria maculans_15/1-17
glomerrela graminic_9/1-232
glarea lozoyensis_6/1-240
TYPE2:NCU02240/1-235
botryotinia_fuckeliana 2/1-234
botryotinia_ fuckeliana_. _12/1-24
sclerotinia_sclerot 5/1 -240
Phaeospherarla_nodorum_g/1 -227
chaetomium_thermophilum 18/1-2
cholletotrichum higginsianum 3
podospora anseria 30/1-234
myceliophthora_ thermophilia 10
neurospora_crassa 1/1 236
TYPE2:NCU01050/1-226
neurospora_tetrasperma 1/1-236
sodaria macrospora_11/1-236
Paravalsa_indica_8/1-210
pyrenophora_trici_repentis 11/
leptosphaeria maculans_11/1-22
Phaeospheraria nodorum 14/1-22
pyrenochaeta_ lyocope_1/1-227
pyrenophora_ terestis_25/1-227
glarea_lozoyensis 1/1-214
myceliophthora thermophilum 12
chaetomium_thermophilum 7/1-24
podospora_anseria_15/1-234
thievela_terestis_10/1-235
podospora anseria 24/1-240
pyrenophora_teres_17/1-233
pyrenophora trici_repentis
chaetomium globosum 22/1-239
thievela terestis 17/1-240
glomerrela graminic_32/1-232
verticillium dahliae_23/1-243
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verticilium albo_atrum 15/1-21
glomerrela graminic_17/1-244
chaetomium_globosum 23/1-244
podospora_anseria_ 29/1-244
chaetomium_thermophilum 15/1-2
sodaria macrospora_16/1-245
myceliophthora thermophilia 5/
thievela_terestis_2/1-244
Paravalsa_indica_13/1-241
Paravalsa indica 12/1-241
myceliophthora thermophilia 6/
chaetomium globosum 31/1-241
podospora_anseria_4/1-241
sodaria_macrospora_2/1-240
neurospora_tetrasperma_ 16/1-24
neurospora_tetrasperma_ 14/1-24
TYPE2:NCU02916/1-241
4EIR/1-223
pyrenophora_trici_repentis_ 22/
verticillium dahiae 24/1-222
verticilium albo_atrum 16/1-21
verticillium dahliae_26/1-221
3zUD/1-228
TYPE3:NCU07898/1-239
2YET/1-228
thermoascus_auranti_1/1-228
4EIS/1-224
giberella zeae 7/1-251
fusarium oxysporum 3/1-252
nectria_heamatococcuss_1/1-252
verticilium albo_atrum 13/1-24
verticillium dahliae_4/1-241
neurospora_tetrasperma_ 2/1-24
TYPE3:NCU07760/1-240
magna_porte_oryzae_16/1-243
podospora_anseria_31/1-244
hypocrea orientalis_1/1-246
trichoderma SP_SSL 1/1-246
Hypocrea_virens_3/1-246
trichoderma_atroviride_2/1-246
hypocrea rufa 1/1-246
hypocrea_rufa 2/1-246
trichoderma_saturnusporum 1/1-
aspergillus_kawachii_37/1-247
aspergillus_tereus_6/1-245
neosartorya fischeri 4/1-247
aspergillus_fumingatus_4/1-247
aspergillus_tereus_10/1-245
chaetomium globosum 5/1-220
TYPE3:NCU05969/1-243
2VTC/1-228
aspergillus_fumingatus_1/1-245
neosartorya_ fischeri_1/1-245
aspergillus_niger 1/1-245
aspergillus_kawachii_40/1-245
aspergillus_tereus_5/1-232
emmericella nidulans_9/1-245
penicillum chrysogenum 2/1-245
aspergillus_niger_ 2/1-245
aspergillus_niger_ 12/1-244
aspergillus_kawachii_38/1-245
zea_mys_1/1-245
aspergillus_clavatus_6/1-241
aspergillus_tereus_8/1-241
aspergilus_oryzae 7/1-242
aspergillus_favus 5/1-242
glomerrela graminic_4/1-242
aspergillus_fumingatus_3/1-238
cholletotrichum higginsianum 2
glomerrela graminic_7/1-238
aspergillus_clavatus_5/1-238
aspergilus_oryzae 5/1-238
aspergillus_favus_3/1-238
aspergillus_niger_ 9/1-238
emmericella nidulans__6/1-238
aspergillus_clavatus_1/1-238
neosartorya_fischeri_7/1—238
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penicillum chrysogenum 4/1-236
verticilium albo_atrum 17/1-21
verticillium albo_atrum 17/1-2
pyrenophora_teres_22/1-230
Phaeospheraria_nodorum_4/1—230
pyrenophora_trici_repentis 23/
podospora_ anseria 17/1-231
glomerrela graminic_16/1-230
glomerrela graminic_31/1-230
chaetomium globosum 15/1-229
neosartorya fischeri 2/1-235
aspergillus_tereus_12/1-235
aspergillus_favus_7/1-235
aspergillus_fumingatus_6/1-235
4B5Q/1-217

3EJA/1-208

3EII/1-208

serpula lacrymans_5/1-229
schizzophylum commune_ 15/1-228
schizzophylum commune_16/1-228
chaetomium globosum 8/1-223
pyrenophora_trici_repentis_ 13/
pyrenophora_teres_11/1-209
Phaeospheraria nodorum 18/1 =21
podospora_anseria 18/1 -223
th1evela_terest1s_18/1 -224
myceliophthora_ thermophilia 21
TYPE1:NCU03328/1-229
emmericella nidulans__ 3/1-229
aspergillus_tereus_4/1-228
podospora_anseria_11/1-231
glomerrela graminic__6/1-230
arthrobotrys_oligospora_11/1-1
pyrenophora_trici_repentis_ 20/
Phaeospheraria nodorum 28/1-22
myceliophthora_ thermophilia 16
thievela_terestis_11/1-231
chaetomium globosum 24/1-226
chaetomium_ thermohilum 14/1-23
TYPE1:NCU02344/1-232
myceliophthora_thermophilia 2/
sodaria macrospora_4/1-217
neurospora_tetrasperma 12/1-21
TYPE1:NCU00836/1-218
thievela_terestis_7/1-223
podospora_anseria_5/1-221
leptosphaeria maculans_15/1-17
glomerrela graminic_9/1-232
glarea_lozoyensis 6/1-240
TYPE2:NCU02240/1-235
botryotinia fuckeliana 2/1-234
botryotinia_fuckeliana 12/1-24
sclerotinia_sclerot_5/1-240
Phaeospheraria nodorum 9/1-227
chaetomium thermophllum 18/1-2
cholletotrichum higginsianum 3
podospora_anseria_30/1-234
myceliophthora_ thermophilia 10
neurospora_crassa_1/1-236
TYPE2:NCU01050/1-226
neurospora_tetrasperma_1/1-236
sodaria_macrospora_l1/1—236
Paravalsa indica_ 8/1-210
pyrenophora trici_repentis 11/
leptosphaeria maculans_11/1-22
Phaeospheraria_nodorum_l4/1—22
pyrenochaeta_ lyocope_1/1-227
pyrenophora terestis_25/1-227
glarea_lozoyensis 1/1-214
myceliophthora_ thermophilum 12
chaetomium_thermophilum 7/1-24
podospora anseria 15/1-234
thievela_terestis 10/1 235
podospora_anser1a_24/1 -240
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pyrenophora_teres_17/1-233
pyrenophora_trici_repentis_ 8/
chaetomium globosum 22/1-239
thievela_terestis_17/1-240
glomerrela graminic_32/1-232
verticillium dahliae_ 23/1-243
verticilium albo_atrum 15/1-21
glomerrela graminic_17/1-244
chaetomium _globosum 23/1-244
podospora_anseria_ 29/1-244
chaetomium_ thermophilum 15/1-2
sodaria macrospora_16/1-245
myceliophthora_thermophilia 5/
thievela_terestis_2/1-244
Paravalsa_indica 13/1-241
Paravalsa indica 12/1-241
myceliophthora_ thermophilia 6/
chaetomium_globosum 31/1-241
podospora_anseria_4/1-241
sodaria macrospora_2/1-240
neurospora_tetrasperma 16/1-24
neurospora_tetrasperma_14/1-24
TYPE2:NCU02916/1-241
4EIR/1-223
pyrenophora_trici_repentis_ 22/
verticillium dahiae_ 24/1-222
verticilium albo_atrum 16/1-21
verticillium dahliae_26/1-221
32UD/1-228
TYPE3:NCU07898/1-239
2YET/1-228
thermoascus_auranti_1/1-228
4EIS/1-224
giberella_zeae_7/1-251
fusarium oxysporum 3/1-252
nectria heamatococcuss_1/1-252
verticilium albo_atrum 13/1-24
verticillium dahliae_ 4/1-241
neurospora_tetrasperma_ 2/1-24
TYPE3:NCU07760/1-240
magna_porte_oryzae_16/1-243
podospora_anseria_31/1-244
hypocrea orientalis_1/1-246
trichoderma_ SP_SSL_1/1-246
Hypocrea virens_3/1-246
trichoderma atroviride 2/1-246
hypocrea rufa 1/1-246
hypocrea rufa 2/1-246
trichoderma_saturnusporum 1/1-
aspergillus_kawachii 37/1-247
aspergillus_tereus_6/1-245
neosartorya_fischeri_4/1—247
aspergillus_fumingatus_4/1-247
aspergillus_tereus_10/1-245
chaetomium_globosum 5/1-220
TYPE3:NCU05969/1-243
2VTC/1-228
aspergillus_fumingatus_1/1-245
neosartorya fischeri_1/1-245
aspergillus_niger_ 1/1-245
aspergillus_kawachii_40/1-245
aspergillus_tereus_5/1-232
emmericella nidulans 9/1-245
penicillum chrysogenum 2/1-245
aspergillus_niger_ 2/1-245
aspergillus_niger 12/1-244
aspergillus_kawachii 38/1-245
zea mys_1/1-245
aspergillus_clavatus_6/1-241
aspergillus_tereus_8/1-241
aspergilus_oryzae 7/1-242
aspergillus_favus_5/1-242
glomerrela graminic_4/1-242
aspergillus_fumingatus_3/1-238
cholletotrichum higginsianum 2
glomerrela graminic_7/1-238
aspergillus_clavatus_5/1-238
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aspergilus_oryzae 5/1-238
aspergillus_favus 3/1-238
aspergillus_niger 9/1-238
emmericella nidulans__6/1-238
aspergillus_clavatus_1/1-238
neosartorya fischeri_7/1-238
penicillum chrysogenum 4/1-236
verticilium albo_atrum 17/1-21
verticillium albo_atrum 17/1-2
pyrenophora_teres_22/1-230
Phaeospheraria nodorum 4/1-230
pyrenophora_trici_repentis_ 23/
podospora_anseria_17/1-231
glomerrela graminic_16/1-230
glomerrela graminic_31/1-230
chaetomium globosum 15/1-229
neosartorya_ fischeri 2/1-235
aspergillus_tereus_12/1-235
aspergillus_favus_7/1-235
aspergillus_fumingatus_6/1-235
4B5Q/1-217

3EJA/1-208

3EII/1-208

serpula_lacrymans_5/1-229
schizzophylum commune_ 15/1-228
schizzophylum commune 16/1-228
chaetomium_globosum_ 8/1-223
pyrenophora_trici_repentis_ 13/
pyrenophora_teres_11/1-209
Phaeospheraria nodorum 18/1-21
podospora_anseria_18/1-223
thievela_terestis_18/1-224
myceliophthora_ thermophilia 21
TYPE1:NCU03328/1-229
emmericella nidulans__3/1-229
aspergillus_tereus_4/1-228
podospora_anseria_11/1-231
glomerrela graminic_ 6/1-230
arthrobotrys_oligospora 11/1-1
pyrenophora_trici_repentis_ 20/
Phaeospheraria_nodorum_Z8/1—22
myceliophthora_ thermophilia 16
thievela terestis 11/1-231
chaetomium_globosum 24/1-226
chaetomium_thermohilum 14/1-23
TYPE1:NCU02344/1-232
myceliophthora thermophilia 2/
sodaria macrospora_4/1-217
neurospora_tetrasperma_ 12/1-21
TYPE1:NCU00836/1-218

thievela terestis_7/1-223
podospora_anseria_5/1-221
leptosphaeria maculans_15/1-17
glomerrela graminic_9/1-232
glarea lozoyensis_ 6/1-240
TYPE2:NCU02240/1-235
botryotinia_fuckeliana 2/1-234
botryotinia_ fuckeliana 12/1-24
sclerotinia_sclerot_5/1-240
Phaeospheraria nodorum 9/1-227
chaetomium_thermophilum 18/1-2
cholletotrichum higginsianum 3
podospora_anseria_30/1-234
myceliophthora thermophilia 10
neurospora_crassa_1/1-236
TYPE2:NCU01050/1-226
neurospora_tetrasperma_ 1/1-236
sodaria macrospora 11/1-236
Paravalsa_indica_8/1-210
pyrenophora_trici_repentis 11/
leptosphaeria maculans_11/1-22
Phaeospheraria nodorum 14/1-22
pyrenochaeta_ lyocope_1/1-227
pyrenophora_terestis_25/1-227
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glarea_lozoyensis 1/1-214
myceliophthora_ thermophilum 12
chaetomium_thermophilum 7/1-24
podospora_anseria_15/1-234
thievela_terestis_10/1-235
podospora_anseria_24/1-240
pyrenophora teres 17/1-233
pyrenophora trici_repentis__ |
chaetomium_globosum 22/1-239
thievela_terestis_17/1-240
glomerrela graminic_32/1-232
verticillium dahliae 23/1-243
verticilium albo atrum 15/1-21
glomerrela_gram1n1c_17/1 -244
chaetomium _globosum 23/1-244
podospora_anseria_29/1-244
chaetomium thermophllum 15/1-2
sodaria_macrospora_16/1-245
myceliophthora_thermophilia 5/
thievela_terestis 2/1-244
Paravalsa indica 13/1 241
Paravalsa_indica_12/1-241
myceliophthora_thermophilia 6/
chaetomium globosum 31/1-241
podospora_anseria_4/1-241
sodaria_macrospora_2/1-240
neurospora_tetrasperma_ 16/1-24
neurospora_tetrasperma_ 14/1-24
TYPE2:NCU02916/1-241
4EIR/1-223
pyrenophora_trici_repentis_ 22/
verticillium dahiae 24/1-222
verticilium albo atrum L 16/1-21
vert1c1111um_dah11ae_26/1 -221
3zUD/1-228
TYPE3:NCU07898/1-239
2YET/1-228
thermoascus_auranti_1/1-228
4EIS/1-224
giberella_ zeae_ 7/1-251
fusarium oxysporum 3/1-252
nectria_ heamatococcuss_1/1-252
verticilium albo_atrum 13/1-24
verticillium_dahliae_4/1—241
neurospora_tetrasperma_ 2/1-24
TYPE3:NCU07760/1-240
magna_porte_oryzae_16/1-243
podospora_anseria_31/1-244
hypocrea_ orientalis _1/1-246
trichoderma SP_SSL 1/1 -246
Hypocrea_v1rens_3/1 -246
trichoderma_atroviride_2/1-246
hypocrea rufa 1/1-246
hypocrea rufa 2/1-246
trichoderma_saturnusporum 1/1-
aspergillus_kawachii_37/1-247
aspergillus_tereus 6/1 -245
neosartorya . fischeri _4/1-247
aspergillus_fumingatus_4/1-247
aspergillus_tereus_10/1-245
chaetomium globosum 5/1-220
TYPE3:NCU05969/1-243
2VTC/1-228
aspergillus_fumingatus_1/1-245
neosartorya_fischeri_l/1—245
aspergillus_niger_ 1/1-245
aspergillus_kawachii_ 40/1-245
aspergillus_tereus_5/1-232
emmericella nidulans_9/1-245
penicillum chrysogenum 2/1-245
aspergillus_niger 2/1-245
aspergillus_niger_ 12/1-244
aspergillus_kawachii_38/1-245
zea_mys_1/1-245
aspergillus_clavatus_6/1-241
aspergillus_tereus_8/1-241
aspergilus_oryzae_ 7/1-242
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189
189
192
193
195
195
195
195
195
195
195
196
195
196
196
195
197
192
176
194
194
194
194
194
194
194
194
194
194
194
190
190
191

MTEYOWTYT T TAN---PAGYKFPGA! 3 for
MTleY Q) S SAS---PPT\SFPGA)KATN= MLV
MTleY Q) G NAN---PAT\KFPGA){SATIN= MLV
MT{e YOl G NAS---PATIYRLPGA}{GASIHG--QV
MsS[eY Ol G SAS---PATIYKFPGA)(SANNE [HI
MTleYO! G SAS---PPT\ySIPGH3KASIN= \4OV
MTleFQ) G SSS---PAGYSFPGANKATIN: MOT
MT{& YOl G SSS---PAGSFPGAVKAANE MOT
MT{® YOl G SAT---PATISFPGANKSSINg MLV
MS[®Y Ol S SAT---PST\NFPGA){SASNE MLI
MS[@Y Ol S SAK---PTGYTFPGA KATNY LT
TSe G NFAP——EET%AIPGV EAND=AIT M8
TSe R*TRG NFAP--AETFAIPGV){ER DPRITI\I
ISer R~ S TFSP--SSTYSFPGA{QQSINZSHVI T ki
QOSlROMNYS S SLSP--SDTIYSFPGA{SASE MLTEhS
KSW®AQMNIS S SFTP--SQT\SFPGANQANH]y ML T
osleno ¥s G SFTP--SQTIYSFPGA){SQONNE MLV i
oslero vs S SYTP--SSTIYSFPGA)KSNINS MILI ki
oslero ~s G SFTP--AST|YSFPGA){SASINE ML ki
osleno ~s S SFSP--SQT\SIPGV){SAT=SHLT] hi
ISeA0 ¥T G SFSP--SST\SFPGA){SSS|z MLIEHS
ISeA0 VTSG SFSP--SST\YSFPGA){SPTINY MLI ! ki
MGAQMEWT S TNSG--SDF\YSFPGA}{SANNY MLLEM
MESAQYENMT S TNSG--SNF\SFPGA){PANH|Z MVVIhS
MESAQMENMT S TNTG--SNF\SFPGA)(TADH|Z MLVIhS
IGOAQMNWT G NAS---PST\/SFPGA}{SASHY MLI i
IGeAD aT G SASP--SNT|YSFPGA){SASINE MILI! ki
IGEAQ ~T G STSP--SNT\4SFPGA}{SAS|N= MLI ki
IGOAQMNWT G SASP--SNT\[SFPGA}{SASIY MLI
ME®AQ! GTGAKT--PSTIYSFPGA{SGSINY \WKIChS
TGOAQMFIFOSS NLVP--EST\YSIPGIMKYNTI; PgDFDI
SLAGAQ Q¥T S TDFP--ESF)SFPGA| KADD‘ 1,FDh
SLAGAQ Q¥ S PDFP--ESFSFPGA)KAD LFDI
IAGAQWEWS G NGTP--GPLYAFPGE SKED'
PQINWMOWT G SDN---PAGTLGTAL)/HDTIs LI I
PGOHOWOWYT S TKTP-SSGLYSFPGAKSTE WYTYDA]
PQWINIBOWT G SDN---PAGTLGTAL)/HDTIN= MI.I
PQINWOWT G SDN---PAGTLGTAL)/{HDTIs ELI E
PGOHOWOWYT S TKTP-SSGLJSFPGA)KSTiR3 TYDA
PQFNWKMT D SDS---PSGYLGTEL)/DAAD): LV
PQFNIFRIMT D SDS---PSGYLGTEL)/DVE®: MLV
PQCFNLHIT S SDN---PPGYLGTEL){DANIYS MLV i
PQEINENS G SAS———PSGEAGTSL TETID) ‘LF I
PQEINWENS G SAS———PSG‘AGTSL TETY \YLF
PQEFNIFK\YE S TV———PAG‘AGTEL KATIDA B{I.FDpE
PQEFNIFK\YE S STV———PAG‘AGTEL KATIDA BI.FDpE
PQCFNLEIT s STQ———PAG‘AGTSL TANIDYS MLEQIR
PQWLNIRIV N NNS---PAGYAGTSL)RANDA MLE P
PQFNIAANYS S SLQ---PSGYKGTAL)HSDINS WYLI
PQFNIFAWP S SLQ---PSGYKGTAL)HSD: WYLI
PQEFNWAWT T SLQO---PTGYLGTKL/QES|NY MLF
PQFNWAWT T SLQO---PSGYLATDL){HET|NY MLF
PQFNIAWS S SLQ---PSGYLGTDL){HATINZ \YPT
PQFNMAWS S SLQ---PSGYLGTDL)HATINE \YLI
PQWFNIFAWS S SLK---PSGYKGTAL)HATIN= WILI
PQFNIAQ\T T TAT---PSGYKGTEL)TATIAN MLV
MQWFNIFRWT G SQS---PAGYPATEL)TSTiNs MLVD)
PQFNIAOMT S TAQ---PSGKGTKI,(SPTIN: MLV
PQWFNIBOMT S TAQ---PSGYKGTEL){SPTINY MLV
PQWFNIBOMT S TVK---PSGYLGTAL){SPTINy MLV
PQeIF LQSSSADHRA———RSAH

PQEFNMOWT S TEK---PAGYKGTAL sVl
PQVNMAWT S TKAL--PAGTPATQL L)\ P
PQWINK\T G SDK---PAGTLGTAL 1RY
PQINWKWT G SDK---PAGTLGTAL LV
PQINIFN\YT S TAT---PSGTLGTAL YID|
PQINIgN\YT S TAT---PSGTLGTAL YID|
PQCINIEET G STK---PSGSATIF

PQEVNEWT G SAS---PSGTVGTEL LV
PQELNWKWYT G SDV---PEGYVGTEL 1,
PQELNIFK\T S SST---YSGTKGEAL 1.V
PQOLNIFKWT S SST---YSGTKGEAL 1RY
PQWLNWKWT S SST---YSGTKGEAL LV
PQOLNWKWT S SST---YSGTKGEAL 1RY
PQINIFK\T G SDK---PVGTLGTKL LV
PQMNIPK\YT G SDK---PAGTLGTAL LV
PQWLNFKYT G SDK---PEGTLGTAL EI

TGSA= === === === ——m e

GNTGKPDNNLKP){T—--PA
GNT------ GEAGQ---QF
GAGGVPNNGGKA}
GSTGKPDNDGKA!
GLTGQPDNGGKP
GLTGQPDNGGKP
GKLGQPDMDGKP
GATGQPDNNGQP
GSTGQPDNGGKA!
GSSGQPDNGGRA!
GSSGQPDNGGKA!
DSSGKPNNGGRS
DSTGKPTMNGRT
DLQGRPTNGGRP
GTGGSTNNGGRA!
GGSGTTDNGGKP
GGSGKTDNGGKP
GGSGKTDNGGKP
WPP---——- VTA;
NTP------ ASK
TST-—---- TKS
AGT----—- NNP
AAS--——--- OR
QK------- LSS
QA--—-—--~ AT
QK------~ LSS
QK------~ LSS
QA-—------ AT
SS-——---- SVD
SS-———--- SVD
GN-——---- LPN;
TA-————-—- TE
TA-———-m- TE
KN-—-—-—-—~ DIS
KN------— DIS
QA------- PIS
VA-=-=--—=- SPN;
TS-——mmm- PLA:
TS-————-- PLA:
TS-———--- PLT
TS—---——- PLT
TS-——mmm- PLN|
TS-————-- PLN|
TS-———--- PLN|
ST—---——- LTT
R LT
NS-----—- LST
NA----——- LST
NS--—=---= LN
QS------- LSS
TT-—————- ITS
QS------- LSS
QS------- LSS
QS------- 1SS
QS------- 1ss

KFR-—=----———====———————~
TS-——---- LDS
NQ--—---—~ LKD
ET------- LSS
ET------- LSS
QS------- LSS
ET---—--- LSS
GS-——---- LTS
QT------- LSS
QT------- LSS

209
234
235
229
230
235
228
228
234
235
227
238
210
239
239
239
239
240
239
239
236
236
236
236
236
235
236
236
236
216
211
217
212
216
221
234
221
221
219
246
247
247
236
236
235
235
238
239
241
241
241
241
241
241
241
242
240
242
242
240
220
238
223
240
240
240
240
229
240
240
240
240
240
240
236
236
237



aspergillus_favus_5/1-242
glomerrela graminic_4/1-242
aspergillus_fumingatus_3/1-238
cholletotrichum higginsianum 2
glomerrela graminic_7/1-238
aspergillus_clavatus_5/1-238
asperg11us_oryzae_5/1 -238
aspergillus_favus_3/1-238
aspergillus_niger_ 9/1-238
emmericella nidulans__6/1-238
aspergillus_clavatus_1/1-238
neosartorya fischeri 7/1 238
penicillum chrysogenum 4/1-236
verticilium albo_atrum 17/1-21
verticillium albo_atrum 17/1-2
pyrenophora_teres_22/1-230
Phaeospheraria nodorum 4/1-230
pyrenophora_trici_repentis_ 23/
podospora_anseria_17/1-231
glomerrela graminic_16/1-230
glomerrela graminic_31/1-230
chaetomium_globosum_ 15/1-229
neosartorya_fischeri_Z/1-235
aspergillus_tereus_12/1-235
aspergillus_favus_7/1-235
aspergillus_fumingatus_6/1-235
4B5Q/1-217

3EJA/1-208

3EII/1-208

serpula_ lacrymans_5/1-229
schizzophylum commune_ 15/1-228
schizzophylum commune_16/1-228
chaetomium globosum 8/1-223
pyrenophora_trici_repentis_ 13/
pyrenophora_teres_11/1-209
Phaeospheraria nodorum 18/1 21
podospora_anseria 18/1 -223
thlevela_terestls_le/l -224
myceliophthora_ thermophilia 21
TYPE1:NCU03328/1-229
emmericella nidulans__3/1-229
asperglllus tereus 4/1 -228
podospora_anser1a_11/1 -231
glomerrela graminic__6/1-230
arthrobotrys_oligospora_11/1-1
pyrenophora_trici_repentis 20/
Phaeospheraria nodorum 28/1-22
myceliophthora thermophilia 16
thievela_terestis_11/1-231
chaetomium globosum 24/1-226
chaetomium_ thermohilum 14/1-23
TYPE1:NCU02344/1-232
myceliophthora_thermophilia 2/
sodaria macrospora_4/1-217
neurospora_tetrasperma 12/1-21
TYPE1:NCU00836/1-218
thievela_terestis_7/1-223
podospora_anseria_5/1-221
leptosphaeria maculans_15/1-17
glomerrela graminic_ 9/1-232
glarea_lozoyensis_ 6/1-240
TYPE2:NCU02240/1-235
botryotinia_ fuckeliana 2/1-234
botryotinia fuckeliana 12/1-24
sclerotinia_sclerot_5/1-240
Phaeospheraria_nodorum_9/1—227
chaetomium thermophilum 18/1-2
cholletotrichum higginsianum 3
podospora_anseria_30/1-234
myceliophthora_ thermophilia 10
neurospora_crassa_1/1-236
TYPE2:NCU01050/1-226
neurospora_tetrasperma_1/1-236
sodaria_macrospora_l1/1—236

191
191
186
186
186
186
186
186
186
186
186
186
184
159
159
178
178
157
178
177
177
176
182
182
182
182
160
153
153

225
224
224
219
216
205
214
219
220
219
225
225
224
227
226
185
224
222
226
227
222
227
228
218
213
214
214
219
217
172
228
236
231
230
236
236
223
231
231
230
231
232
226
232
232
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229
228
228
223
220
209
218
223
224
223
229
229
228
231
230
189
228
226
230
231
226
231
232
222
217
218
218
223
221
176
232
240
235
234
240
240
227
235
235
234
235
236
226
236
236

SDK---PEGTLGTAL
SEE---PAGHKGTAL
TGTP--GPTHMKFPGG
NGTP--GPMMKFPGG
NGTP--GPMMRFPGG
KCGKP--GPMMKFPGG
NGTP--GPT\YjKFPGA
NGTP--GPT\YKFPGA
NGNP--GPTMKFPGG
NGNP--QDTHKFPGG:
NGTP--GPT\YKFPGA
NGNP——GPTEKFPGG
NGTP--GPT\YKFPGA
NGTP--GPT\YKFPGA

GRNGTP--GPT|YKFPGA|

TGKL--GPTYKIPGL
TGKL--GPTAKIPGI
TGKL--GPTYKIPGL
GGNP--SPL{RIPGL
GGTP--GPLYKIPGI
AGTP--GPLIYKIPGM
GGTP--GPLAKIPGI
SGSP--SPVJKIPGV
TGTP--AEVAKIPGI
SGVP--GPL{FKIPGM
SGSP--SPT\YKIPGV|
NGTP--GPLYSIPGV)
STEP——PNK‘AFPGA
STEP--PNKYAFPGA]

237
237
233
233
233
233
233
233
233
233
233
233
231
206
206
225
225
203
226
225
225
224
230
230
230
230
210
201
201



Paravalsa_indica_8/1-210
pyrenophora_trici_repentis 11/
leptosphaeria maculans_11/1-22
Phaeospheraria nodorum 14/1-22
pyrenochaeta_lyocope_1/1-227
pyrenophora_ terestis_25/1-227
glarea lozoyensis_1/1-214
myceliophthora_ thermophilum 12
chaetomium_thermophilum 7/1-24
podospora_anseria_15/1-234
thievela terestis_10/1-235
podospora_anseria 24/1-240
pyrenophora_teres_17/1-233
pyrenophora_trici_repentis__ 8/
chaetomium_globosum 22/1-239
thievela terestis_17/1-240
glomerrela graminic_32/1-232
verticillium dahliae_23/1-243
verticilium albo_atrum 15/1-21
glomerrela graminic_17/1-244
chaetomium_globosum 23/1-244
podospora_anseria_29/1-244
chaetomium_thermophilum 15/1-2
sodaria macrospora_16/1-245
myceliophthora thermophilia 5/
thievela_terestis_2/1-244
Paravalsa_indica_13/1-241
Paravalsa_indica_12/1-241
myceliophthora thermophilia 6/
chaetomium _globosum 31/1-241
podospora_anseria_4/1-241
sodaria macrospora 2/1-240
neurospora_tetrasperma 16/1-24
neurospora_tetrasperma_ 14/1-24
TYPE2:NCU02916/1-241
4EIR/1-223

pyrenophora trici_repentis_ 22/
verticillium dahiae 24/1-222
verticilium albo_atrum 16/1-21
verticillium dahliae_ 26/1-221
3ZUD/1-228
TYPE3:NCU07898/1-239
2YET/1-228
thermoascus_auranti_1/1-228
4EIS/1-224
giberella zeae 7/1-251
fusarium_ oxysporum 3/1-252
nectria_heamatococcuss_l/1—252
verticilium albo_atrum 13/1-24
verticillium dahliae 4/1-241
neurospora_tetrasperma_2/1-24
TYPE3:NCU07760/1-240
magna_porte oryzae 16/1-243
podospora anseria 31/1-244
hypocrea orientalis_1/1-246
trichoderma_ SP_SSL_1/1-246
Hypocrea virens_3/1-246
trichoderma atroviride 2/1-246
hypocrea rufa 1/1-246
hypocrea rufa 2/1-246
trichoderma_saturnusporum 1/1-
aspergillus_kawachii_37/1-247
aspergillus_tereus_6/1-245
neosartorya fischeri_ 4/1-247
aspergillus_fumingatus_4/1-247
aspergillus_tereus_10/1-245
chaetomium globosum 5/1-220
TYPE3:NCU05969/1-243
2VTC/1-228
aspergillus_fumingatus_1/1-245
neosartorya fischeri 1/1-245
aspergillus_niger_1/1-245
aspergillus_kawachii_40/1-245
aspergillus_tereus_5/1-232
emmericella nidulans_ 9/1-245
penicillum chrysogenum 2/1-245
aspergillus_niger_ 2/1-245

210
227
223
227
227
227
214
239
240
234
235
240
233
233
239
240
232
243
210
244
244
244
244
245
244
244
241
241
241
241
241
240
241
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241
223
216
222
217
221
228
239
228
228
224
251
252
252
241
241
240
240
243
244
246
246
246
246
246
246
246
247
245
247
247
245
220
243
228
245
245
245
245
232
245
245
245



aspergillus_niger_ 12/1-244
aspergillus_kawachii_38/1-245
zea mys_1/1-245
aspergillus_clavatus_6/1-241
aspergillus_tereus_8/1-241
aspergilus_oryzae 7/1-242
aspergillus_favus_5/1-242
glomerrela graminic_4/1-242
aspergillus_fumingatus_3/1-238
cholletotrichum higginsianum 2
glomerrela graminic_7/1-238
aspergillus_clavatus_5/1-238
aspergilus_oryzae 5/1-238
aspergillus_favus_3/1-238
aspergillus_niger_ 9/1-238
emmericella nidulans__6/1-238
aspergillus_clavatus_1/1-238
neosartorya_fischeri_7/1—238
penicillum chrysogenum 4/1-236
verticilium albo_atrum 17/1-21
verticillium albo_atrum 17/1-2
pyrenophora_teres_22/1-230
Phaeospheraria nodorum 4/1-230
pyrenophora trici_repentis_ 23/
podospora_ anseria 17/1-231
glomerrela graminic_16/1-230
glomerrela graminic_31/1-230
chaetomium globosum 15/1-229
neosartorya fischeri 2/1-235
aspergillus_tereus_12/1-235
aspergillus_favus_7/1-235
aspergillus_fumingatus_6/1-235
4B5Q/1-217

3EJA/1-208

3EII/1-208

241
241
241
237
237
238
238
238
234
234
234
234
234
234
234
234
234
234
232
207
207
226
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204
227
226
226
225
231
231
231
231
211
202
202

244
245
245
241
241
242
242
242
238
238
238
238
238
238
238
238
238
238
236
211
211
230
230
208
231
230
230
229
235
235
235
235
217
208
208



