
jgi|Neucr2|9371|NCU05970T0 Neurospora crassa 

jgi|Neute mat a1|152498 Neurospora tetrasperma

jgi|Neudi1|104137 Neurospora discreta

jgi|Thite2|2110024 Thielavia terrestris

jgi|Spoth2|2144297 Myceliophthora thermophila

jgi|Chagl 1|18910|CHGT 09086 Chaetomium globosum

gi|171682290|ref|XP 001906088.1Podospora anserina

MAPG 05683T0 | MAPG 05683 | Magnaporthe poae Magnaporthe poae

jgi|Maggr1|115641|MGG 00595T0 Magnaporthe grisea

MGG 00595T0 | MGG 00595 Magnaporthe oryzae

jgi|TriviGv29 8 2|178515 Trichoderma virens

jgi|Trire2|122879 Trichoderma reesei
jgi|Triat2|298437 Trichoderma atroviride

jgi|Verda1|7115|VDAG 10062T0 Verticillium dahliae 

VDBG 08171T0 | VDBG 08171 Verticillium alfalfae 

gi|46134919|ref|XP 389484.1|Fusarium graminearum 

jgi|Fusve2|14583|FVEG 03795T0 Fusarium verticillioides

jgi|Fusox2|23919|FOXG 05924T1 Fusarium oxysporum f.sp. lycopersici

AN7553 Aspergillus nidulans

AO090026000797 Aspergillus oryzae

jgi|Aspni NRRL3 1|3850 Aspergillus niger

Afu2g14800 Aspergillus fumigatus
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Additional File 5. Maximum likelihood tree of bHLH (XPP1) Transcription Factors (TFs).
In are the species for which the TF has been characterized, while in bold and larger font are the species in which the TF was first discovered.
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