[bookmark: _GoBack]Additional file 7: A: Molecular docking of cellohexaose (represented as stick model) in the catalytic cleft of selected cellulosomal cellulases (grey), shown as surface model. The modelling parameters are summarized in the materials section. B: From molecular docking experiments, the best 20 pose models were selected for the calculation of the simulated binding affinity (kcal/mol) of cellohexaose with the different cellulases and the results are depicted as box-plots. 
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