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Additional figure legend
Fig. S1. Construction of the aabgl1 overexpression T. reesei strains. A: Map of aabgl1 expression vector pCBHYGB-PB; B: Comparison of β-glucosidase production of the recombinant transformants and the host strain T. reesei Rut-C30; C: Detection of aabgl1 copy numbers in the transformants by qRT-PCR analysis. Tef1α gene was used as the single copy control.
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Figure S1
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