[bookmark: _GoBack]Additional file 4. Predicted heme biosynthesis pathway and its regulation in I. lacteus CD2. The genes are shown with their numbers in the genome. The heat map displays the relative transcription level for a gene under different culturing conditions. ALAS 5′-aminolevulinic acid synthase, ALAD 5′-aminolevulinic acid dehydratase, PBGD porphobilinogen deaminase, UROS uroporphyrinogen III synthase, UROD uroporphyrinogen III decarboxylase, CPO coproporphyrinogen III oxidase, PPO protoporphyrinogen oxidase, FC ferrochelatase, Met1 uroporphyrinogen-III C-methyltransferase 1, Met8 uroporphyrinogen-III C-methyltransferase 8.
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