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Fig. S1. The phylogenetic analysis of GtCel5 and other GH5 enzymes of bacterial and fungal sources. GenBank accession numbers or PDB numbers are shown.

[image: image2.png]kDa M 1 2 3 4 5 6 kDa M 7 8 9 10 11 12

75- 75-

65- 65-

45- 45.

35- 35.

25- 25. -Endo H

GtCel5 N233A N233D N233G




Fig. S2. SDS-PAGE analysis of GtCel5 and its variants. M, the molecular weight markers; 1, 4, 7 and 10, the crude enzymes; 2, 5, 8 and 11, the purified enzymes; 3, 6, 9 and 12, the deglycosylated enzymes with Endo H treatment. 
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Fig. S3. SDS-PAGE analysis of TeEgl5A, PoCel5 and their variants. M, the molecular weight markers; 1, 4 and 7, the crude enzymes; 2, 5 and 8, the purified enzymes; 3, 6 and 9, the deglycosylated enzymes with Endo H treatment. 
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Fig. S4. Enzymatic properties of the wild type TeEgl5A, PoCel5 and their variants. (A) pH-activity profiles of TeEgl5A and its variants tested at the optimal temperature of each enzyme (90 °C) over the pH range of 3.0–7.0 for 10 min. (B) Temperature-activity profiles of TeEgl5A and its variants tested at the optimal pH of each enzyme in the temperature range of 50–95 °C for 10 min.  (C) pH-activity profiles of PoCel5 and its variants tested at the optimal temperature (60 °C) over the pH range of 3.0–8.0 for 10 min. (D) Temperature-activity profiles of PoCel5 and its variants tested at the optimal pH of each enzyme in the temperature range of 40–90 °C for 10 min.

