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Additional file 3. Southern blot analyse to confirm deletion of Tr69957 in T. reesei. (A)
Strategy used to confirm deletion of Tr69957 by Southern blot. The figure shows the promoter
region (in green) and terminator (in purple) of the gene, with the substitution of the ORF by the
pyrG selection marker. A specific DNA probe was created in order to bind the portion of the
gene (in blue), confirming its presence in the analyzed genetic content. (B) Southern blot
showing the parental fungus (QM6aAtmus53Apyr4) used as control and four deleted candidates
that did not present detection of the gene portion equivalent to 3391 bp as in the parental and
presented the region corresponding to 6698bp, confirming the deletion.



