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Table S1 Primers used in this study
	Primers
	Sequence
	Purpose

	[bookmark: OLE_LINK6][bookmark: OLE_LINK7][bookmark: OLE_LINK20]ecoxylAB-1
	TAGCAAGCTTAAAGGAGGACAACCATGCAAGCCTATTTTGACCAGCTC
	To construct pX-ecoAB

	ecoxylAB-2
	GAGCTCTAGACAGGGGATAACGTTTACGCCATTA
	To construct pX-ecoAB

	ppmxylAB-1
	TCGACTCTAGAAAAGGAGGACAACCATGGCTTATTTCGAACAAGTATCC
	To construct pX-ppmAB

	ppmxylAB-2
	AGCTCGGTACCCGGGGATCCACCCTTATTATGGCTTTTATT
	To construct pX-ppmAB

	scoxylA-1
	TGGTCTGCAGAAAGGAGGACAACCCGGAATGAACTACCAGCCCACT
	To construct pX-scoAB

	scoxylA-2
	CTTTTCTAGAACGGGGCCGGACATTCTCAC
	To construct pX-scoAB

	scoxylB-1
	TGAGAATGTCCGGCCCCGTTCTAGAAAAGGAGGACAACCAAGCCCGATGTCAGCAGCCG
	To construct pX-scoAB

	scoxylB-2
	TCTTGGTACCCGACGGGAGATGCCTGAGAT
	To construct pX-scoAB

	xcbxylA-1
	TGTAAGCTTAAAGGAGGACAACCATGAGCAACACCGTTTTCATCGG
	To construct pX-xcbAB

	xcbxylA-2
	CGCTCATGGTTGTCCTCCTTTGGTACCACATCAACGCGTCAGGTACT
	To construct pX-xcbAB

	xcbxylB-1
	ACCAAAGGAGGACAACCATGAGCGTGTACGTAGGACT
	To construct pX-xcbAB

	xcbxylB-2
	CTGTCTAGACCTTGGTACTGGGGGAGTGATGAAT
	To construct pX-xcbAB

	Psod-1
	TAGCTGCCAATTATTCCGGG
	To amplify sod promoter

	Psod-2
	GGGTAAAAAATCCTTTCGTAG
	To amplify sod promoter

	[bookmark: OLE_LINK4]PSL-1
	ACGAATTCGAGCTCGGTACCCGGGGATCCTCTAGGAAACCCCAGATGTGATCCTC
	[bookmark: OLE_LINK3]To construct pD-PSL

	PSL-2
	GGGTCACAAGCCCGGAATAATTGGCAGCTACCTTAAAAGAATTGTTCTTGAACTG
	To construct pD-PSL

	PSL-3
	TGCGGAAACCTACGAAAGGATTTTTTACCCATGTCTCACATTGATGATCTTGCAC
	To construct pD-PSL

	PSL-4
	GCCAAGCTTGCATGCCTGCAGGTCGACTCTAGCTGCTTGATGCCCTCGATGAAC
	To construct pD-PSL

	PSK-1
	ACGAATTCGAGCTCGGTACCCGGGGATCCTCTAGCAAAACTCGCGCGGAACCAGACCTT
	[bookmark: OLE_LINK5]To construct pD-PSK

	PSK-2
	GGGTCACAAGCCCGGAATAATTGGCAGCTATCCTTCCTGGGTTAAACCGGGA
	To construct pD-PSK

	PSK-3
	TGCGGAAACCTACGAAAGGATTTTTTACCCATGACCACCTTGACGCTGT
	To construct pD-PSK

	PSK-4
	GCCAAGCTTGCATGCCTGCAGGTCGACTCTAGCAGAAGCAATGACGTAGATGTG
	To construct pD-PSK

	Ptuf-1
	AATCGAATTCTGGCCGTTACCCTGCGAATG
	To amplify tuf promoter

	Ptuf-2
	ATCAGTCGACGAGCTCCGATAGGATCCAGGTATCTAGATGTATGTCCTCCTGGACTTCG
	To amplify tuf promoter

	araE-1
	ACGCTTCTAGAAAAGGAGGACAACCATGAAGAATACTCCAACTC
	To construct pD-PtufaraE

	araE-2
	GACGTCGACTATAAACAGCCCTTCCCGTAG
	To construct pD-PtufaraE

	ldh-F1
	ATGCGAATTCCAAGGTGCCGACACTAATGC
	To construct pD-PtufaraE

	ldh-F2
	ATAGGTCGACGGCCCCTGCAGGGCCCGATTATGTCCGAAAATGT
	To construct pD-PtufaraE

	ldh-B1
	AGTAGTCGACTCAATGCATATGATCTTTGGCGCCTAGTTGGC
	To construct pD-PtufaraE

	ldh-B2
	TATCAAGCTTGCTTCCAGACGGTTTCATCG
	To construct pD-PtufaraE

	16srRNA-1
	GGAGAAGAAGCACCGGCTAA
	RT-qPCR

	16srRNA-2
	ACGCTCGCACCCTACGTATT
	RT-qPCR

	RT-tal-1
	TGTGGCTTCCTTCTTCGTC
	RT-qPCR

	RT-tal-2
	CAGAGCCAAAGCCTCATCG
	RT-qPCR

	RT-tkt-1
	ACTGTACGCAATTACCCCTC
	RT-qPCR

	RT-tkt-2
	CCACAGTTTTCTACAGCGTCT
	RT-qPCR



