[bookmark: _GoBack][bookmark: _Hlk506220095]Table S2. The number of highly transcribed genes in the selected nodes (> mean 12 log2 normalized read count per node) in response to the solid and liquid conditions. Total: The total number of genes including the unique and shared genes. Unique: Specifically highly transcribed in each condition. Shared: Highly transcribed in both conditions. Node IDs containing such genes are provided (Table S4).

	Condition
	Total
	Unique
	Shared

	Solid
	1525
	727
	798

	Liquid
	1076
	278
	




