
Figure S2. KOG classification of the genes differentially highly transcribed after 4-day growth in SSF 

on wheat straw as compared to control liquid cultures. The identified genes were clustered into nodes 

of co-regulated genes with mean log2 of the normalized read counts >12 in SSF and <12 in control 

liquid cultures. The number of up-regulated genes in each KOG class is indicated for the KOG groups 

Cellular Processes and Signaling, Information storage and Processing and Metabolism.


