[bookmark: _Hlk515017862]Table S7 Correlation analysis between methylation levels and gene expression in different genic regions.
	Methylated contexts
	Regions
	p valuea
	rho
	Strength of the correlation
	Positively (+) or negatively (-)

	mCG
	Upstream
	2.42E-51
	-0.080 
	very weakb
	-

	
	Body
	2.25E-267
	0.279 
	weakc
	+

	
	Downstream
	2.02E-289
	-0.191 
	very weak
	-

	
	
	
	
	
	

	mCHG
	Upstream
	5.25E-07
	-0.027 
	very weak
	-

	
	Body
	1.14E-17
	-0.045 
	very weak
	-

	
	Downstream
	2.71E-311
	-0.198 
	very weak
	-

	
	
	
	
	
	

	mCHH
	Upstream
	5.05E-47
	0.078 
	very weak
	+

	
	Body
	7.6E-39
	-0.068 
	very weak
	-

	
	Downstream
	6.84E-92
	-0.107 
	very weak
	-


[bookmark: _GoBack]Note: a: p value < 0.05 means significant correlation; b: the absolute value of rho < 0.2. c: 0.2 ≤ the absolute value of rho < 0.4.

