	[image: ] Figure S4. Multiple genome alignment of the genomic regions 50 bp before and 50 bp after the mutation G1917729A in WGS7. ATCC55737 P. acidipropionici ATCC 55737; WGS7 P. acidipropionici WGS7; ATCC4875 P. acidipropionici ATCC 4875; ATCC4965 P. acidipropionici ATCC 4965. Position 51 indicates the mutation G1917729A in WGS7 and similarity with the other wild-type strains. This genomic region was not found in P. jensenii ATCC 9617 and P. intermedium ATCC 14072.
















[bookmark: _Hlk507958060][bookmark: _GoBack]Figure S5. Multiple genome alignment of the genomic region 50 bp before and 50 bp after the mutation A3335969G in WGS7. ATCC55737 P. acidipropionici ATCC 55737; WGS7 P. acidipropionici WGS7; ATCC4875 P. acidipropionici ATCC 4875; ATCC4965 P. acidipropionici ATCC 4965. P. jensenii ATCC 9617; P. intermedium ATCC 14072. Position 51 indicates the mutation A3335969G in WGS7 and similarity with the other wild-type strains.
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