Table S1. Plasmids used in this study.
	Plasmid
	Relevant genotypea
	Source or reference
	Primers to check plasmidsb

	pSB1C3
	Rep(pMB8); Cmr; backbone for BioBrick parts cloning
	http://parts.igem.org/Part:pSB1K3
	

	pSyn_1/D-TOPO®
	NS1 targeting vector; PnrsB; Spr
	GeneArt, Invitrogen
	

	pUAGC280
	NS1 targeting vector with lacIq and Ptrc; Apr Smr
	[1]
	

	pAM1580
	NS2 targeting vector carrying luxAB reporter genes; Cmr Apr
	[2]
	

	pSU2007::Tnlux
	pSU2007::luxCDABE, IncW, Tpr Kmr Gmr
	[3]
	

	pDEP52
	pSB1C3::(rps12-nptI); Kmr Cmr
	[4]
	

	pMSM1
	pDED52::DSDT-fadD; Kmr Cmr
	This work
	98-110

	pMSM14
	pSyn_1/D-TOPO®::desA; Spr
	This work
	100-101

	pMSM16
	pMSM14:(desA-desB); Spr
	This work
	100-101

	pMSM51
	pSyn_1/D-TOPO®::luxAB; Spr
	This work
	104-105

	pMSM90
	pSyn_1/D-TOPO®::fabB; Spr
	This work
	100-101

	pMSM134
	pSyn_1/D-TOPO® with riboswitch and RBS described by Nakahira et al. [5]; Spr
	This work
	100-101

	pMSM142
	pMSM134::luxAB; Spr
	This work
	100-101

	pMSM176
	pDED52::USDT-fabH; Kmr Cmr
	This work
	97-109

	pMSM182
	pDED176::DSDT-fabH; Kmr Cmr
	This work
	98-110

	pMSM196
	pUAGC280::fabD; Spr
	This work
	104-105

	pMSM197
	pUAGC280::luxAB; Spr
	This work
	104-105

	pMSM201
	pUAGC280::(desA-desB); Spr
	This work
	100-101

	pMSM202
	pUAGC280::fabB; Spr
	This work
	104-105

	pMSM228
	pUAGC280::fabH; Spr
	This work
	104-105

	pMSM234
	pUAGC280::fabF; Spr
	This work
	104-105

	pMSM236
	pMSM134::fabH; Spr
	This work
	100-101

	pMSM249
	pAM1580::ΔluxAB; Cmr Apr
	This work
	106-108

	pMSM253
	pMSM249::(Ptrc-fabF); Cmr Apr
	This work
	104-105

	pMSM266
	pMSM1::USDT-fadD; Kmr Cmr
	This work
	97-109


[bookmark: _GoBack]aApr, ampicillin resistance; Spr, spectinomycin resistance; Smr, streptomycin resistance; Cmr, chloramphenicol resistance; Kmr, kanamycin resistance; Tpr, trimethoprim resistance; Gmr, gentamicin resistance; DSDT, downstream sequences of the deletion target; USDT, upstream sequences of the deletion target. 
bPrimer pairs used to check the constructions by PCR and DNA sequencing. The sequence of these primers is detailed in Table S3 (see Additional file 3).

Table S2. Oligonucleotides used to clone genes in this study.
	Number
	Sequence (5’ → 3’)a

	1
	TAAATTGCAGTTTCATTTGATGCTCGATGAGTTTTTCTAAAATGACCCTCGGTACTCCTCTGCAGC

	2
	GGAATTGCAGCTAAAACCGGCAGCATTGCAGGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTT

	3
	GCAGGCTTCCTCGCTCACTGAC

	4
	CATTTGATGCTCGATGAGTTTTTCTAA

	9
	TAGGGGGTTGCTCCTACGCTC

	10
	GAAATCATCCTTAGCGAAAGCCTATTTTTATAG 

	13
	TTCGAATTCGAAGGAGCCCTTCACCATGACATCAGTTACTGTGCGC

	14
	TTCCATATGGCGGCCGCGTACGTACACCCTTTTAGCGTTTTTGATGTTGCG

	15
	TACGCGGCCGCGAAGGAGCCCTTCACCATGCAAAGTACAGTCCGCTCC

	16
	ATGCATATGGTACGTACACCCTTTTATTTTTTCGGCTGGTAATACAAG

	21
	GAGGTGGTGTGAAGCTTCGAATTCGAAGGAGCCCTTCACCATGAAATTTGGAAACTTTTTGCTTAC

	22
	CTGCCGCCAGGCACTCGATGCATATGGTACGTACACCCTTCTACATGTGGTACTTTTTAATATTATCATC

	23
	AAGGGTGTACGTACCATATGCATCG

	24
	GGTGAAGGGCTCCTTCGAATTC

	35
	TTCGAATTCGAAGGAGCCCTTCACCATGGTGCGGGTAGTGATAACGG

	36
	TTCCATATGGTACGTACACCCTTTCAAAAATATTTTTGAAGGGCGATC

	45
	TGGCAGCACCCTGCTAAGGAGGCAACAAGGGATCCACCATATGCATCGAGTGCCTGG

	46
	AGGGCATCAAGACGATGCTGGTATCACCCGAATTCGAAGCTTCACACCACCTC

	47
	GCCCTTGGCAGCACCCTGCTAAGGAGGCAACAAGGGATCCATGAAATTTGGAAACTTTTTGCTTACATAC

	48
	ACCACCGCGCTACTGCCGCCAGGCACTCGATGCATATGGTTTAGGTATATTCCATGTGGTACTTCTTAATATTATC

	49
	ACCATATGCATCGAGTGCCTGG

	50
	GATCCCTTGTTGCCTCCTTAGCAG

	51
	CATTAACCTATAAAAATAGGCTTTCGCTAAGGATGATTTCATGACGCGTGCGCGGATC

	52
	GAAGACGCTAAATCCAGCTGAGCGTAGGAGCAACCCCCTACTAGCTCACCACTGGCTCAGTCACC

	53
	GTTTCTTCGAATTCGCGGCCGCTTCTAGAGATGGCTAAAACGGTGTGGGTGTTTC

	54
	GTTTCTTCCTGCAGCGGCCGCTACTAGTATTAGACCGTGAGGTCTGCTGCTGTTC 

	55
	CATGGAATTCATGGCTAAAACGGTGTGGGTG

	56
	TAGAGGATCCTTAGACCGTGAGGTCTGCTGCTG

	57
	AACAATTTCACACAGGAAACAGACCATGGAATTCATGAAATTTGGAAACTTTTTGCTTAC

	58
	CCCCCCCTCGAGGTCGACTCTAGAGGATCCCTACATGTGGTACTTTTTAATATTATCATC

	59
	GGATCCTCTAGAGTCGACCTCG

	60
	GAATTCCATGGTCTGTTTCCTG

	61
	CATGGAATTCATGACATCAGTTACTGTGCGC

	62
	TAGAGGATCCTTATTTTTTCGGCTGGTAATACAAG

	63
	CATGGAATTCATGGTGCGGGTAGTGATAACGG

	64
	TAGAGGATCCTCAAAAATATTTTTGAAGGGCGATC

	67
	CATGGAATTCTTGACTCGACCTGGCGTTGG

	68
	CGAGGTCGACCTAAACCACCGTGCCCCAAC

	70
	CATGGAATTCATGACTGAAACCGGACGCCAG

	71
	TAGAGGATCCCTAGGGATGGAATTTCCGGAAGG

	72
	TTCGGTACCTTGACTCGACCTGGCGTTGG

	73
	TTCCATATGCTAAACCACCGTGCCCCAAC

	74
	TGGGGTACCGGCCGCGGCCGCAACATTTCCTTATTTGTTGGTATTACGATAAG

	75
	CCTACTAGTGGCCATTTAAATACGTTTAACTGATGCTGAAGGGG

	76
	GGCCACTAGTTTGACAATTAATCATCCGGCTCG

	78
	GGCCGGTACCCTAGGGATGGAATTTCCGGAAGG

	81
	CATTAACCTATAAAAATAGGCTTTCGCTAAGGATGATTTCAGCTTGGGTCGATGCCCG

	82
	GAAGACGCTAAATCCAGCTGAGCGTAGGAGCAACCCCCTATCGGTCTACTCTCCTCAGCCAGC


aOverlapping sequences to perform the Gibson assembly are in italics. Sequences hybridizing to the template DNA are in bold. Restriction sites are underlined.

Table S3. Oligonucleotides used to verify mutants in this study.
	Number
	Sequence (5’ → 3’)

	97
	TGCCACTTGACGTCTAAGAA

	98
	ATTACCGCCTTTGAGTGAGC

	100
	AGTCGGCAAATAACCCTCGG

	101
	GCCAGGCATCAAATAAAACG

	102
	GCTTGCCTTCCTATGGTTCGG

	103
	CCTGTGCAGCAGGAGCGG

	104
	GTGGACCGCTTGCTGCAACTC

	105
	GCTTGGCAGACCGCTGGTG

	106
	CGCTTCCCACGCTGAGAGG

	108
	TGCTGGGTAGTTCTCCGCTGC

	109 
	CAAAAAGCCCAACTCCGCCC

	110
	CCGATACCAGGATCTTGCCATCC

	111
	GTCGGCTTGGTCAACATCGGC

	112
	CACTACGCCTTCGGTGTTGGC
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