Additional file 1: Cofactor usage analysis
[bookmark: _Toc504077753][bookmark: _Ref504077866][bookmark: _Toc504488892][bookmark: _Ref505167749][bookmark: _Toc510042490][bookmark: _GoBack]Table S1 Simulation results using Flux Balance Analysis and Flux Variability Analysis.
	Catalytic step
	Reaction
	KEGG ID
	Flux
(mmol.(gDW.h)-1)

	1
	2-Oxoglutarate + FADH2 <=>2-Hydroxyglutarate + FAD 
	R03534
	-

	
	2-Oxoglutarate + NADH + H+ <=> 2-Hydroxyglutarate + NAD+ 
	R08198
	8.26

	2
	Acetyl-CoA + 2-Hydroxyglutarate <=> Acetate + 2-Hydroxyglutaryl-CoA
	R04000
	8.26

	3
	2-Hydroxyglutaryl-CoA <=> Glutaconyl-CoA + H2O 
	R03937
	8.26

	4
	Glutaconyl-CoA <=> Crotonyl-CoA + CO2
	R03028
	8.26

	5
	Crotonyl-CoA + NADPH + H+ <=> Butanoyl-CoA + NADP+ 
	R09738
	-

	
	Crotonyl-CoA + NADH + H+ <=> Butanoyl-CoA + NAD+ 
	R01171
	8.26

	
	Crotonyl-CoA + FADH2 + H+ <=> Butanoyl-CoA + FAD 
	R01175
	-

	6
	Butanoyl-CoA + NADPH + H+  <=> Butanal + CoA + NADP+ 
	R01173
	-

	
	Butanoyl-CoA + NADH + H+ <=> Butanal + CoA + NAD+ 
	R01172
	8.26

	7
	Butanal + NADH + H+ <=> n-Butanol + NAD+
	R03544
	8.26

	
	Butanal + NADPH + H+ <=> n-Butanol + NADP+
	R03545
	-


These values were obtained maximizing butanol production in anaerobic conditions with the glucose uptake rate set to 10 mmol.(gDW.h)-1. For each reaction from the heterologous pathway added to iJO1366 model the respective flux (mmol.(gDW.h)-1) is shown. DW: Dry Weight.


