Additional file 3: Reactions added to the model
Table S2 Reactions added to Escherichia coli Genome Scale Metabolic Model iJO1366.
	[bookmark: _Hlk504062090]Reaction
	ID
	Reaction

	[bookmark: _Hlk508116900]1
	R03534
	(R)-2-Hydroxyglutarate + FAD <=> 2-Oxoglutarate + FADH2

	
	R08198
	(R)-2-Hydroxyglutarate + NAD+ <=> 2-Oxoglutarate + NADH + H+

	2
	R04000
	Acetyl-CoA + (R)-2-Hydroxyglutarate <=> Acetate + (R)-2-Hydroxyglutaryl-CoA

	3
	R03937
	Glutaconyl-CoA + H2O <=> (R)-2-Hydroxyglutaryl-CoA

	4
	R03028
	Glutaconyl-CoA <=> Crotonyl-CoA + CO2

	5
	R09738
	Butanoyl-CoA + NADP+ <=> Crotonyl-CoA + NADPH + H+

	
	R01171
	Butanoyl-CoA + NAD+ <=> Crotonyl-CoA + NADH + H+

	6
	R01173
	Butanal + CoA + NADP+ <=> Butanoyl-CoA + NADPH + H+

	
	R01172
	Butanal + CoA + NAD+ <=> Butanoyl-CoA + NADH + H+

	7
	R03544
	Butanal + NADH + H+ <=> Butanol_c + NAD+

	
	R03545
	Butanal + NADPH + H+ <=> Butanol_c + NADP+

	Drain
	R_EX_C06142_
	Butanol_c<=> Butanol_e


[bookmark: _GoBack][bookmark: _Toc504077753][bookmark: _Ref504077866][bookmark: _Toc504488892][bookmark: _Ref505167749][bookmark: _Toc510042490]These reactions correspond to the different catalytic steps of the most promising heterologous pathway to produce butanol, as well as drain to excrete this compound. Some of those steps have alternative cofactors.


