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Figure S1. Pearson correlation among DEGs of photosynthesis-related genes at the
transcriptional level. The log, transformed transcript levels (FPKM values) were used for
plotting. 1 Chlorophyll biosynthesis; 2 Chlorophyll degradation; 3 Cytochrome complexes and
soluble electron carriers; 4 Photosystem I; 5 Photosystem Il; 6 Light harvesting complexes |
and Il; 7 ATP synthase



Figure S2. Comparison between carotenogenic genes predicted from Roth et al [26] and ours. The gene
models from Roth et al [26] and us are on the bottom and top of each panel, respectively. The different
gene models are designated in red.
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Figure S3. Pearson correlation between DEGs of TFs and carotenogenic genes at the transcriptional
level. The log, transformed transcript levels (FPKM values) were used for plotting.
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Figure S4. Pearson correlation among DEGs of astaxanthin synthesis, fatty acid synthesis and
TAG assembly at the transcriptional level. The log, transformed transcript levels (FPKM values)
were used for plotting.



