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Figure S1. Pearson correlation among DEGs of photosynthesis-related genes at the 

transcriptional level. The log2 transformed transcript levels (FPKM values) were used for 

plotting. 1 Chlorophyll biosynthesis; 2 Chlorophyll degradation; 3 Cytochrome complexes and 

soluble electron carriers; 4 Photosystem I;  5 Photosystem II; 6 Light harvesting complexes I 

and II; 7 ATP synthase
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Figure S2. Comparison between carotenogenic genes predicted from Roth et al [26] and ours. The gene 

models from Roth et al [26] and us are on the bottom and top of each panel, respectively. The different 

gene models are designated in red. 
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bHLH Cz03g20070 0.780 0.919 0.813 0.744 -0.824 -0.874 -0.899 0.967 -0.941 0.835 -0.815 -0.799 -0.879 0.826 0.950 0.853 -0.826 0.849 

bZIP Cz15g21170 0.033 0.989 0.495 0.944 0.985 -0.455 -0.759 -0.465 0.737 -0.700 0.978 -0.323 -0.372 -0.468 0.881 0.795 0.378 -0.391 0.971 

C3H Cz06g16250 -0.235 0.794 0.463 0.636 0.799 -0.290 -0.481 -0.443 0.652 -0.554 0.764 -0.311 -0.275 -0.410 0.548 0.655 0.730 -0.324 0.756 

ERF Cz01g39200 -0.808 0.586 0.887 0.603 0.546 -0.750 -0.734 -0.891 0.890 -0.850 0.651 -0.839 -0.793 -0.865 0.645 0.846 0.960 -0.826 0.668 

MYB Cz06g23090 -0.075 0.948 0.606 0.976 0.927 -0.602 -0.874 -0.589 0.809 -0.799 0.970 -0.473 -0.537 -0.602 0.964 0.865 0.368 -0.544 0.970 

MYB_related Cz10g11010 -0.737 0.712 0.960 0.784 0.665 -0.878 -0.908 -0.958 0.985 -0.971 0.790 -0.897 -0.888 -0.946 0.838 0.963 0.857 -0.908 0.808 

NF-YC Cz09g09270 -0.117 0.957 0.665 0.998 0.942 -0.679 -0.885 -0.614 0.822 -0.822 0.972 -0.489 -0.543 -0.617 0.954 0.868 0.365 -0.551 0.974 
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C2H2 Cz03g00060 -0.964 -0.110 0.717 0.027 -0.159 -0.663 -0.356 -0.723 0.477 -0.503 -0.009 -0.784 -0.716 -0.698 0.135 0.387 0.678 -0.724 0.022 

C3H Cz11g29050 -0.391 0.804 0.780 0.895 0.755 -0.754 -0.960 -0.808 0.920 -0.921 0.882 -0.744 -0.798 -0.830 0.978 0.950 0.561 -0.801 0.892 

MYB Cz10g22030 -0.774 0.653 0.974 0.754 0.598 -0.904 -0.923 -0.985 0.982 -0.979 0.747 -0.943 -0.939 -0.979 0.839 0.959 0.837 -0.954 0.768 

MYB_related Cz02g14080 -0.124 0.595 0.377 0.605 0.549 -0.303 -0.648 -0.484 0.623 -0.587 0.661 -0.451 -0.512 -0.525 0.733 0.671 0.412 -0.515 0.658 
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C3H Cz14g01180 0.158 0.551 -0.017 0.299 0.593 0.186 -0.011 0.055 0.191 -0.075 0.457 0.189 0.237 0.095 0.134 0.204 0.392 0.185 0.435 

G2-like Cz04g05020 -0.101 0.802 0.354 0.622 0.814 -0.184 -0.423 -0.338 0.581 -0.477 0.759 -0.199 -0.171 -0.309 0.522 0.596 0.642 -0.220 0.746 

G2-like Cz19g10020 0.147 0.474 -0.042 0.224 0.521 0.201 0.064 0.098 0.123 -0.013 0.372 0.228 0.287 0.146 0.041 0.126 0.356 0.235 0.352 

GATA Cz06g37150 0.300 0.916 0.200 0.781 0.941 -0.146 -0.470 -0.148 0.475 -0.413 0.850 0.015 -0.019 -0.139 0.642 0.540 0.211 -0.046 0.832 

MYB Cz14g00040 -0.065 0.797 0.334 0.614 0.817 -0.178 -0.387 -0.295 0.541 -0.442 0.741 -0.148 -0.117 -0.260 0.485 0.556 0.592 -0.165 0.728 

SBP Cz02g40170 -0.153 0.740 0.343 0.552 0.749 -0.155 -0.378 -0.339 0.560 -0.450 0.701 -0.211 -0.173 -0.308 0.465 0.567 0.690 -0.224 0.689 
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bHLH Cz10g09160 0.264 -0.971 -0.738 -0.982 -0.950 0.694 0.903 0.708 -0.904 0.880 -0.995 0.585 0.618 0.705 -0.956 -0.936 -0.570 0.637 -0.998 

ERF Cz10g10110 0.396 -0.856 -0.664 -0.769 -0.841 0.510 0.699 0.661 -0.837 0.760 -0.866 0.544 0.525 0.639 -0.738 -0.840 -0.818 0.566 -0.866 

GATA Cz11g08060 0.759 -0.352 -0.651 -0.290 -0.329 0.463 0.395 0.659 -0.632 0.562 -0.387 0.620 0.534 0.617 -0.300 -0.568 -0.947 0.579 -0.399 

LSD Cz02g13260 0.311 -0.872 -0.808 -0.973 -0.845 0.841 0.950 0.751 -0.882 0.906 -0.913 0.650 0.697 0.752 -0.958 -0.910 -0.425 0.700 -0.925 

MYB_related Cz14g14020 0.758 -0.690 -0.959 -0.760 -0.641 0.870 0.896 0.962 -0.981 0.965 -0.770 0.906 0.894 0.950 -0.821 -0.956 -0.874 0.915 -0.789 
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CPP Cz02g27040 0.186 -0.716 -0.381 -0.540 -0.735 0.216 0.350 0.333 -0.534 0.437 -0.664 0.197 0.146 0.289 -0.410 -0.529 -0.659 0.198 -0.655 

CPP Cz15g07260 -0.241 -0.459 0.137 -0.192 -0.507 -0.300 -0.112 -0.175 -0.066 -0.051 -0.353 -0.303 -0.353 -0.216 -0.017 -0.079 -0.300 -0.303 -0.329 

MYB Cz01g31240 -0.271 -0.797 -0.100 -0.598 -0.836 -0.002 0.263 0.038 -0.348 0.260 -0.706 -0.127 -0.132 0.009 -0.420 -0.391 -0.279 -0.091 -0.685 
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Figure S3. Pearson correlation between DEGs of TFs and carotenogenic genes at the transcriptional 

level. The log2 transformed transcript levels (FPKM values) were used for plotting.   
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Figure S4. Pearson correlation among DEGs of astaxanthin synthesis, fatty acid synthesis and 

TAG assembly at the transcriptional level. The log2 transformed transcript levels (FPKM values) 

were used for plotting.   
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