[bookmark: _GoBack]Additional file 14: Nucleotide sequence of the Cas12a expression cassette. Purple letters indicate the tef1 (translation elongation factor EF-1, MYCTH_2298136) promoter Ptef1. Blue letters indicate the nuclear localization signal. Red letters indicate the Cas12a gene. Gray letters indicate the TtrpC terminator from A. nidulans trpC gene.
>Cas12a expression cassette
TCCTCCGAGGTTCGACATCAGGGTTCGTCATAGGGAGTGAAACACCCGCCATGATTCCGTAGCCGCGCGCGAAGATACGAAGCAGATATTTCACGGACATGGCGGAGATACTTGTTTCCCGTACTAAGGTAGTCATGTCGGAGACATCTGAACGACAGAGCTGGCCAAGAGAACCGACCAGTTGCCCCAGGACGATCTAGACAAAAAAAAAGAGAGATGAGTGGGCCACTTTTGCCACAACATCGACGGCCCTGCGACCGCCCCCAGGCAAACAAACAAACCGCCGAACAATAATACTTTTGTCATTTTAGGAGGAGCGTTGTATGGATAAAAACAACATCTCGTTGCTGCAGAATGTGGACTTCAAACTTGCAGAAAATGGGAGGCGGATTTGCATGATCGGAGGGTAGTTGACTCACGCCGCAGGCTGCAAATCCGTCCTCCATTATTCCATGAACAACTTCGTAAGGTTGGGCTGAGCGCCAATGCCTAACGGACCGGGGGCCACAGCGCAACGTCCCACTTAAAGGCCAGCGTGACATGCCAGTTCCATACCAAGTAGTGGCACCAGAGGCGGCCAATGCTCAGTAAGGGCAGGGAGGGAGGCTCAAACGATTGGCAAAAAGAGGGGCTTGCCAGTTCAGTTCCCTGTGCGAGCGCGAGAGGGGCAGTTTCAAATCTGGAGGGGTGTGTTGCGCTGGTCTGAAGAGAAAGAGAAGACTGTACTTAATAATTGTTCAAAGAGTCCATCATCGCGTTGCGGACTCCTCTAGCTGTATTTAGAGCCCTATCATTACTTGTCGGGTGCGAATCAAAATACCGGGATGCAGCCCTCTGGCGATTTGCATGCGGTTGTGGAGGAAGTGAAGCCTGAATCGCGGGGCTGGGCGGCAAAGCACGACGTGAAATTCCTGGCGAAATTCGAGGGCTTGCCCCACCGTGGTTGAAGTTTTTGTGCTGCGTAACCCCACCAACCCGCCTTGCCCCTCCCGCCTGCCCATAAAAACTTCGACCCCTCCTCAAATCTTCTTCGATTCTTCCTCTTCACTTCCTTCGTCGGCATACCTGATTCAAGCAATCACCTGCCACTTTCAAGTGCGTATACCATCATCGATACACTGGTTCTTGACAAGTACATCGTCTCTAACTTTCCTTTTTGCAGTTTTCATTAAGCGCAAGTCGCCAGTTTCGTTCTTCAGAATGCCTCCAAGGAAACGCGCGAAGACCGAGGACGAGATGACCCAGTTCGAGGGGTTCACGAACCTGTATCAAGTGTCGAAGACGCTCCGGTTCGAGCTGATTCCGCAGGGCAAGACCCTCAAGCACATTCAGGAACAGGGCTTCATTGAGGAGGATAAGGCCCGCAACGATCACTACAAGGAATTAAAACCGATTATCGACCGCATTTACAAAACGTATGCGGATCAGTGCCTCCAACTCGTCCAGCTCGACTGGGAAAATCTGAGCGCCGCCATCGACAGCTATCGCAAAGAGAAGACCGAGGAGACGCGGAATGCGCTGATCGAAGAGCAAGCGACCTACCGCAATGCGATCCACGACTACTTTATCGGCCGCACGGATAACCTGACCGACGCGATTAACAAGCGCCACGCGGAAATCTACAAGGGGCTCTTCAAGGCGGAATTATTCAATGGGAAGGTGCTGAAGCAGCTGGGCACCGTCACGACGACGGAGCATGAGAATGCCCTGCTGCGCAGCTTCGACAAGTTCACCACGTACTTCTCGGGCTTCTACGAGAACCGCAAAAATGTCTTCTCGGCGGAAGACATCAGCACGGCGATCCCGCACCGCATTGTGCAAGATAATTTCCCCAAATTCAAGGAGAATTGTCACATCTTCACCCGCCTCATCACCGCCGTGCCCTCGCTGCGCGAGCATTTCGAGAACGTGAAGAAGGCGATCGGGATCTTCGTCAGCACGTCGATTGAAGAGGTGTTCAGCTTCCCCTTCTACAATCAGCTGCTGACGCAGACGCAAATTGACCTGTATAACCAACTGCTGGGGGGCATTTCGCGGGAGGCCGGCACCGAGAAAATTAAAGGCCTCAATGAAGTCCTGAACCTCGCGATCCAGAAGAATGACGAGACGGCCCATATCATCGCGTCGCTGCCGCACCGCTTCATTCCGCTGTTCAAGCAGATTCTCTCGGATCGGAATACCCTGAGCTTCATTCTCGAAGAGTTTAAGAGCGACGAAGAGGTCATTCAGTCGTTCTGCAAATACAAGACGCTCCTGCGGAACGAAAACGTCTTAGAAACCGCCGAAGCGCTGTTCAACGAGCTGAACAGCATCGATCTCACCCACATCTTCATCAGCCACAAGAAGTTAGAAACCATCAGCAGCGCGCTGTGCGACCACTGGGACACGCTCCGCAATGCGCTCTACGAGCGCCGGATCTCGGAGCTGACCGGGAAAATCACGAAGTCGGCCAAGGAGAAGGTCCAGCGGTCGCTCAAGCACGAGGACATCAACCTCCAGGAAATCATCTCGGCCGCGGGCAAGGAATTAAGCGAAGCCTTTAAGCAGAAGACCAGCGAAATCCTCAGCCACGCCCATGCCGCCCTCGACCAACCCCTCCCCACCACCCTCAAGAAGCAGGAAGAGAAGGAAATCCTGAAGTCGCAACTCGACAGCCTCCTGGGCCTGTACCACCTCCTGGACTGGTTCGCGGTCGATGAATCGAACGAGGTCGATCCCGAGTTCAGCGCGCGGCTCACCGGGATCAAGCTGGAAATGGAACCCAGCCTGAGCTTCTACAACAAGGCGCGCAATTACGCCACGAAGAAGCCGTATTCGGTGGAGAAGTTTAAGCTGAATTTCCAAATGCCGACGCTGGCCTCGGGGTGGGACGTCAACAAAGAGAAGAACAATGGGGCCATCCTGTTCGTCAAGAACGGCCTGTACTACCTCGGCATTATGCCCAAACAGAAGGGCCGCTATAAGGCGCTGTCGTTCGAGCCGACCGAGAAGACGAGCGAGGGGTTTGACAAAATGTATTATGACTACTTCCCGGATGCGGCCAAGATGATCCCCAAGTGCAGCACGCAACTCAAAGCCGTGACGGCCCACTTCCAAACGCACACCACCCCCATCCTCCTCAGCAACAACTTCATCGAGCCGTTAGAAATCACGAAGGAAATTTATGACCTGAACAACCCCGAGAAAGAGCCGAAGAAGTTCCAGACCGCCTATGCGAAAAAGACCGGCGACCAGAAGGGGTATCGCGAGGCGCTCTGCAAGTGGATCGACTTTACCCGCGACTTCCTCTCGAAGTATACGAAGACGACCAGCATCGACTTATCTTCTCTGCGGCCCAGCAGCCAATACAAGGATTTAGGCGAGTACTACGCCGAGCTGAACCCCCTCCTCTACCACATTAGCTTCCAGCGGATTGCCGAGAAAGAGATCATGGATGCCGTGGAAACGGGCAAGCTCTACCTCTTCCAAATTTATAACAAAGACTTTGCCAAGGGGCACCATGGGAAACCCAACCTGCACACGCTGTACTGGACCGGCCTGTTTAGCCCGGAGAACCTGGCCAAGACCAGCATCAAGCTCAACGGCCAGGCCGAATTATTTTATCGGCCGAAGTCGCGGATGAAACGGATGGCGCACCGGCTGGGCGAAAAGATGCTGAATAAGAAGCTGAAGGATCAAAAGACGCCCATCCCCGATACGCTGTACCAGGAACTGTATGACTACGTCAACCACCGCCTCTCGCACGATCTCAGCGATGAGGCGCGGGCCCTGCTCCCCAATGTCATCACCAAGGAAGTGAGCCACGAGATTATCAAGGACCGCCGGTTCACGAGCGACAAGTTTTTCTTTCACGTCCCGATTACCCTCAACTATCAGGCCGCGAATAGCCCGAGCAAGTTCAACCAACGGGTGAATGCGTATCTCAAGGAGCACCCGGAAACCCCCATCATCGGGATCGACCGCGGCGAGCGCAACCTCATCTATATCACGGTCATCGACTCGACCGGGAAGATCCTGGAGCAACGCAGCCTGAATACGATCCAGCAGTTTGACTATCAGAAGAAGCTCGATAATCGCGAAAAGGAACGGGTGGCCGCGCGGCAGGCCTGGAGCGTGGTCGGGACGATCAAGGATCTCAAGCAAGGCTACCTCAGCCAGGTCATCCACGAGATTGTGGATCTCATGATCCACTACCAGGCCGTGGTCGTCCTCGAAAACCTCAATTTCGGCTTTAAGTCGAAACGCACCGGCATCGCCGAAAAAGCGGTGTATCAACAGTTCGAGAAGATGCTGATTGACAAGCTGAACTGCCTCGTCCTGAAAGACTATCCCGCCGAAAAGGTGGGCGGGGTCCTCAACCCCTACCAGCTCACGGATCAGTTCACCTCGTTCGCCAAAATGGGGACGCAGTCGGGCTTCCTCTTCTACGTGCCGGCCCCGTACACGTCGAAGATCGATCCCCTGACCGGCTTCGTGGACCCCTTCGTGTGGAAGACCATCAAGAATCACGAGTCGCGGAAGCACTTTCTGGAGGGGTTCGACTTCCTCCACTATGACGTCAAGACGGGGGACTTCATCCTCCACTTCAAGATGAATCGGAATCTGTCGTTCCAACGGGGCCTGCCGGGCTTCATGCCCGCCTGGGACATTGTCTTCGAGAAGAACGAGACGCAATTCGATGCGAAGGGCACCCCGTTCATCGCCGGGAAGCGGATTGTCCCCGTGATCGAGAACCATCGGTTCACCGGGCGGTATCGCGATCTCTACCCCGCCAACGAGCTGATCGCCCTGTTAGAAGAAAAAGGCATCGTGTTCCGCGACGGGAGCAACATTCTGCCCAAGCTCTTAGAAAACGACGATAGCCATGCCATCGATACGATGGTGGCCCTCATTCGGTCGGTGCTCCAAATGCGGAATAGCAATGCGGCGACGGGCGAGGACTACATCAACTCGCCCGTGCGGGATCTCAACGGCGTGTGCTTCGATAGCCGCTTTCAGAACCCCGAGTGGCCGATGGATGCGGACGCCAACGGCGCCTATCACATTGCCCTGAAGGGCCAGCTGCTCCTCAATCACCTGAAGGAGAGCAAGGACCTCAAGCTCCAGAACGGCATCTCGAACCAAGACTGGCTCGCCTATATTCAGGAGCTGCGCAATGACCCCAAGAAGAAACGCAAGGTTGATCCGAAGAAGAAGCGGAAGGTTCCTCCTCCGAGGAAACGTGCCAAAACAGAAGATGAGTGATGAGGATCCACTTAACGTTACTGAAATCATCAAACAGCTTGACGAATCTGGATATAAGATCGTTGGTGTCGATGTCAGCTCCGGAGTTGAGACAAATGGTGTTCAGGATCTCGATAAGATACGTTCATTTGTCCAAGCAGCAAAGAGTGCCTTCTAGTGATTTAATAGCTCCATGTCAACAAGAATAAAACGCGTTTTCGGGTTTACCTCTTCCAGATACAGCTCATCTGCAATGCATTAATGCATTGACTGCAACCTAGTAACGCCTTACAGGCTCCGGCGAAGAGAAGAATAGCTTAGCAGAGCTATTTTCATTTTCGGGAGACGAGATCAAGCAGATCAACGGTCGTCAAGAGACCTACGAGACTGAGGAATCCGCTCTTGGCTCCACGCGACTATATATTTGTCTCTAATTGTACTTTGACATGCTCCTCTTCTTTACTCTGATAGCTTGACTATGAAAATTCCGTCACCAGCTCCTGGGTTCGCAAAGATAATTGCATGTTTCTTCCTTGAACTCTCAAGCCTACAGGACACACATTCATCGTAGGTATAAACCTCGAAATCATTTCCTACTAAGATGGTATACAATAGTAACCATGCATGGTTGCCTAGTGAATGCTCCGTAACACCCAATACGCCGGCCGAAACTTTTTTACAACTCTCCTATGAGTCGTTTACCCAGAATGCACAGGTACACTTGTTTAGAGG
