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Table S1. Primers used in this study
	[bookmark: OLE_LINK15]Oligonucleotide primers
	Sequence
	Purpose

	aro101
	AGTCGAATTCAAAGGAGGACAACCATGGCACCTGTGACC
	overexpression of aro10

	aro102
	CGGAGGTACCTTACTTCTTGTTCCTCTTCAGTGCTGCT
	overexpression of aro10

	pmkdc1
	GGCCGAATTCAAAGGAGGACAACCATGACCAACACTGTGA
	overexpression of pmkdc

	pmkdc2
	[bookmark: OLE_LINK4]CGGCGGTACCTTAAAAAGAATACAAGGAGCTCTTGGAGC
	overexpression of pmkdc

	ipdc1
	GGCCGAATTCAAAGGAGGACAACCATGAAGTTGGCCGAA
	overexpression of ipdc

	ipdc2
	CGGCGGTACCTTATTCGCGTGGTGCCGCATGCAA
	overexpression of ipdc

	yahK1
	GCACGGTACCAAAGGAGGACAACCATGAAGATCAAGGCAG
	overexpression of yahK

	yahK2
	CGGCGGATCC TTAATCAGTCAGGGTCCTATTATC
	overexpression of yahK

	yjgB1
	GAACGGTACCAAAGGAGGACAACCATGCTGTACACCTCA
	overexpression of yjgB

	yjgB2
	ACGCGGATCCTTAGAAATCGGCTTTCAATACGACGCGG
	overexpression of yjgB

	adhA1
	TAATGGTACCAAAGGAGGACAACCATGACCACTGCTGCACCCCAA
	overexpression of adhA

	adhA2
	ACGCGGATCCTTAGAAACGAATCGCCACACGACCATCGAT
	overexpression of adhA

	aroGfbr1
	[bookmark: OLE_LINK1]TGCCGGATCCTTGACAATTAATCATCGGCTCG
	overexpression of aroG

	aroGfbr 2
	ATCGGTCGACTTATCCTCGTCGCGCCTTTACT
	overexpression of aroG

	aroH1
	TGCCGGATCCTTGACAATTAATCATCGGCTCG
	overexpression of aroH

	aroH2
	ATAAGTCGACTTAGAAACGGGTGTCCACTGCG
	overexpression of aroH

	pheAfbr1
	GCAAGTCGACAAAGGAGGACAACCATGACTTCCGAGAACCCTCT
	overexpression of pheA

	pheAfbr2
	CCCCAAGCTTTTATGTTGGGTCCACGGGGACAACATTCTCAGA
	overexpression of pheA

	aroL1
	CTAGAAGCTTAAAGGAGGACAACCATGTCGACTCACACATCTTCAAC
	Overexpression of aroL

	aroL2
	CTAGTAAGCTTTTAGGAAACGACGACGATCAAGT
	Overexpression of aroL

	aroA1
	CGGCAAGCTTCAAAGGAGGACAACCATGGTCTTTGTGTCTGATTC
	Overexpression of aroA

	aroA2
	CGGCAAGCTTTTAGCCAACCATCTCCTCCCAAACA
	Overexpression of aroA

	ppsA1
	AGTCAAGCTTCAAAGGAGGACAACCATGTCCAACAACGGCTCTAG
	Overexpression of ppsA

	ppsA2
	CGAAGTCGACTTATTTTTTCAGCTCGGCTAGGCTCAGCC
	Overexpression of ppsA

	tkt1
	AGAAGTCGACCAAAGGAGGACAACCATGACCACCTTGACGCT
	Overexpression of tkt

	tkt2
	GCTAGGATCC TTAACCGTTAATGGAGTCCTTGGCC
	Overexpression of tkt

	PhomxylE1
	GAATCTGGCGCCCCGTTGAAAACTAAAAAGCTGG
	Overexpression of xylE

	PhomxylE2
	GAATCTGGCGCCTTATAAGGTTGCGGTTTGCTGAG
	Overexpression of xylE

	xylAB1
	AGCTGGATCCCCGACATCATAACGGTTCTG
	Overexpression of xylAB

	xylAB2
	[bookmark: OLE_LINK2]AGCTGAATTCCCTTGGTACTGGGGGAGTGAT
	Overexpression of xylAB



The restriction sites are shown in bold, and RBS nucleotide sequences are shown in italics.

















Table S2. Specific activity of the AdhA for phenylacetaldehyde and isobutyraldehyde.
	Strain
	Substrate
	Cofactor
	Specific activity (U/mg)

	CGPE4
	Phenylacetaldehyde
	NADPH
	0.02±0.01

	CGPE4
	Isobutyraldehyde
	NADH
	0.46±0.04

	CALE1(pEC-aro10)
	Phenylacetaldehyde
	NADPH
	0.03±0.01

	CALE1(pEC-aro10)
	Isobutyraldehyde
	NADH
	0.05±0.02


The values were given as the averages and standard deviations of three independent experiments.
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[bookmark: OLE_LINK84]Figure S1. L-Phenylalanine production by C. glutamicum. C. glutamicum strains were cultivated in 50 mL fermentation medium at 30 °C at an agitation of 200 rpm for 60 h. The fermentation medium was glucose (60 g/L), corn steep liquor (25 g/L), (NH4)2SO4 (15 g/L), urea (2 g/L), KH2PO4 (2 g/L), and MgSO 4·7H2O (1 g/L), and pH7.0.
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[bookmark: _GoBack]Figure S2. Comparison of 2-phenylethanol production by C. glutamicum CALE1 CGPE7 and CALE1(pEC-aro10). 2-Phenylethanol production was determined after 60 h fermentation in modified AY medium supplemented with 60 g/L glucose. The values were given as the averages and standard deviations of three independent cultures.
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