Table S1: Selection of Bacteroidia that produce propionate and respective plant polymers that can be utilized.

Organism Strain Isolated from Acids Polymeric substrates Risc Reference
produced Group**
Bacteroides
B. cellulosilyticus CRE21 Human feces AP, S F, L | CWS,cellulose (Avicel p101, |1 [1]
Sigmacell 101), starch, pectin
B. fragilis EN-2 Appendix abscess S, AP L *Starch 2 [2, 3]
B. graminisolvens XDT-1 Methanogenic reactor A,P,S, L,B | Xylan, starch, pectin 1 [4]
B. intestinalis 341 Human feces Fu, A, P - 1 [5, 6];
B. luti UasXn-3 Methanogenic sludge A S P F Cellulose, xylan, starch 1 [5]
B. ovatus ATCC 8483 Human feces AP, S Starch, pectin, 2 [7, 8]
xylan, arabinogalactan
B. propionicifaciens SV434 Methanogenic reactor A P,S Starch 1 [9]
B. propionicigenes NSJ-90 Human feces AP, IV Starch, Xylan Nd. [10]
B. reticulotermitis Rs-03 Termite gut S AP Xylan, Starch, CMC, pectin 1 [11]
B. thetaiotaomicron E50 A P,S *Starch, pectin, 2 [3, 12, 13]
polygalacturonate,
larch arabinoglactan
B. xylanisolvens XB1A Human feces A P,S Xylan 1 [14]
Butyricimonas
B. faecalis H184 Human feces P, A, IB, B, - Nd. [15]
v,V
Coprobacter
C. fastidiosus NSB1 Infant feces AP,S Nd. 1 [16]
Dysgonomonas
D. alginatilytica HUA-2 Alginat degrading L,S, AP Alginate 1 [17]
consortium
D. capnocytophagoides CCUG 17996 | Infected human P,L,S Nd. 2 [18]
gallbladder
D. mossii CCUG 43457 | Human clinical sample L,A P Nd. 1 [19]



Fermentimonas

F. caenicola
Lentimicrobium

L. saccharophilum
Odoribacter

O. splanchnicus
Paludibacter

P. propionicigenes

P. jianxiensis
Parabacteroides

P. acidifaciens

P. chartae

P. johnsonii
Petrimonas

P. mucosa
Phocaeicola

P. paurosaccharolyticus

P. vulgatus

Proteiniphilum

P. sachcharofermentans
Xylanibacter

X. ruminicola

X. oryzae

ING2-E5B

TBC1

1651/6

wB4
NM7

426-9
NS31-3
M-165
ING2-E5A

WKO042
ATCC 8482

M3/6

23
KB3

Mesophilic biogas reactor
Methanogenic sludge
Human feces

Anoxic rice-field soil
rice paddy field

Human feces
Paper mill wastewater
Human feces

Mesophilic biogas reactor

Methanogenic reactor
Human feces

Mesophilic biogas reactor

rumen
anoxic rice-field soil

AP

A, M,P, F

AP IB,B

P,A,S
AP

AP, IB
L, P, F A
S, AP
AP

AP, S
AS FLP

AP

P,A'S
AP, SSM

Soluble starch
starch
Nd.

Soluble starch
Cellobiose, pectin, starch

Nd.
Nd.
Nd.

Soluble starch

Glycogen, starch, pectin
*Starch, larch
arabinogalactan

Soluble starch

Xylan, pectin, CMC

[20]
[21]
[22, 23]

[24]
[25]

[26]
[27]
[28]
[20]

[29, 30]
3, 30, 31]

[20]

[32, 33]
[34, 35]

Acids are listed in decreasing order according to relative amounts produced. Strains used in this study are written in bold. Abbreviations: acetate
(A), propionate (P), succinate (S); lactate (L); malate (M), butyrate (B); isobutyrate (IB); isovalerate (1), Fumarate (Fu), not determined (Nd.)

*Utilization has been confirmed for several strains. **According to German technical rule for biological agents 2015.
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