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Additional File 6: Schematic order of the mitochondrial genes of A. forficulatus and 11 further monogenoid species. Gyrodactylus salaris, G. thymalli, and G. derjavinoides share the same gene order and are therefore collapsed into Gyrodactylus spp. The four
conserved regions discussed in the text are depicted by different colors below the gene order sketches of the Gyrodactylidae species, i.e. red, blue, orange, and green. Box sizes do not correlate to gene lengths.



