Figure 1a.

AALB008255-PA      MLKEKDDHDLEICKAPSPLSEDRKLNDSDLDPVGSQRVYKKTSSNQLLTLYLGSRELVAR
                   ------------------------------------------------------------
                   KGVIEPLKGVLYIDSKIINESKIYGQLTLTFRYGREDEEVMGLKFCNEAVIALQQFWPQP
                   ------------------------------------------------------------
                   VSAEADTLTPLQEALLERLGKNAVPFALEIGTLAPPSVQLLPAKRYTGAPIGTSYDVRVY
                   ------------------------------------------------------------
                   TAETAGEERVQRRSTVRLGIRLIHKICLDSSKAPAALETATVNNSSFSDAGSSGSASLGP
                   ------------------------------------------------------------
                   SSGAAGPGPKSPPALVPQSSITDSNANSTIPRALRLRLSPKSLKLSSLHRHSSSVDSTNG
                   ------------------------------------------------------------
                   GIKSYGDHAVIELTETNKGPQVSVDKPFLWADGRVNLKASLNKAAYVHGENVTVTLDIKN
                   ------------------------------------------------------------
                   DSRKIVRKIRLVAVQHVDVCMFSNGKFKNIVAEVDVSKHIGPGDTLHASYSLLPVRGTTK
                   ------------------------------------------------------------
                   NWIAVEGALISSNSADPSSSAYNSKLATSAPRGMLSASVSSSEEKNVFAIYVSYYVKVKL
                   ------------------------------------------------------------
                   ILSSMGGEVSLKLPFVLGNVELSSANIPRPPDTLSGLKKLRESRRKSSAIASNGGSLDFT
                   ------------------------------------------------------------
                   PCRSPLSKELSVRDSDEPDEDGTDSSVSRVRTLNLHNQSTPTDGNGRAPHRSLTHDVSPS
                   ------------------------------------------------------------
                   SLEARGEEQATINSRRELFKNSKFNDNLNSTIDIITEDFQTITANISNLIKSDSSKSNLN
                   ------------------------------------------------------------
                   EAGTCNQEISVEAQIHCPQLDVAMDDSASNQPSPQRSPQRSPQRSPQPRSEQYNILQISM
                   ------------------------------------------------------------
                   AAAKAPAVGIDLGTTYSCVGVFQHGKVEIIANDQGNRTTPSYVAFTDTERLIGDAAKNQV
                   ----APAVGIDLGTTYSCVGVFQHGKVEIIANDQGNRTTPSYVAFTDTER-------NQV
                       **********************************************       ***
                   AMNPTNTIFDAKRLIGRKFDDPAIQADMKHWPFDVESIEGKPKIKVEYKGETKSFFPEEV
                   AMNPTNTIFDAK------------------------------------------------
                   ************                                                
                   SSMVLTKMKETAEAYLGKTVTNAVITVPAYFNDSQRQATKDAGTISGLNVLRIINEPTAA
                   ------------------TVTNAVITVPAYFNDSQR----------------IINEPTAA
                                     ******************                ********        
                   AIAYGLDKKTAGERNVLIFDLGGGTFDVSILSIDDGIFEVKSTAGDTHLGGEDFDNRLVN
                   AIAYGLDKK--------------------------------STAGDTHLGGEDFDNRLVN
                   *********                                *******************                   
                   HFAQEFKRKHKKDLSTNKRALRRLRTACERAKRTLSSSTQASIEIDSLFEGTDFYTSITR
                   HFAQEFK--------------------------TLSSSTQASIEIDSLFEGTDFYTSITR
                   *******                          ***************************                                  
                   ARFEELNADLFRSTMEPVEKALRDAKMDKASIHDIVLVGGSTRIPKVQKLLQDFFNGKEL
                   ARFEELNADLFR-----------------ASIHDIVLVGGSTR------LLQDFFNGK--
                   ************                 **************      *********                                     
                   NKSINPDEAVAYGAAVQAAILHGDKSEEVQDLLLLDVTPLSLGIETAGGVMSVLIKRNTT
                   --SINPDEAVAYGAAVQAAILHGDK-----------------------------------
                     ***********************                                                                               
                   IPTKQTQTFTTYSDNQPGVLIQVFEGERAMTKDNNLLGKFELSGIPPAPRGVPQIEVTFD
                   ----QTQTFTTYSDNQPGVLIQVFEGER----DNNLLGKFELSGIPPAPR----------
                       ************************    ******************
                   IDANGILNVTALEKSTNKENKITITNDKGRLSKEDIERMVNEAEKYRTEDEKQKETISAK
                   ------------------------------------------------------------
                   NALESYCFNMKATMEDDKLKDKISDSDKTIVLDKCNDTIKWLDANQLADKEEYEHRQKEL
                   NALESYCFNMK-----------------------------WLDANQLADKEEYEHR----
                   ***********                             ****************                                                            
                   ESVCNPIISKLYQGAGGAPGGMPGFPGGAPGAAGAGGAAGGAGSGSGPTIEEVD
                   ------------------------------------------------------

                                                                         






 Figure 1b.
AALB000444-PA      MAPPSYSDLGKQARDVFNKGYHFGLWKLDVKTKTNSGVEFSTSGHSNQDTGKVFGSLETK
1                  -------------------GYHFGLWK---------------------------------
2                  ---------------------------------TNSGVEFSTSGHSNQDTGKVFGSLETK
                                      ********      *************************** 
AALB000444-PA      YKVKEYGLNFSEKWNTDNTLTSEVSVENQLVKGLKVSFDGMFVPHTGSKTGRFKTAYTHD
3                  --VKEYGLNFSEK-----------------------------------------------
4                  ----EYGLNFSEKWNTDNTLTSEVSVENQLVK----------------------------
5                  -------------WNTDNTLTSEVSVENQLVK----------------------------
6                  --------------------------------GLKVSFDGMFVPHTGSK-----------
7                  -----------------------------------VSFDGMFVPHTGSK-----------
8                  ----------------------------------------------------FKTAYTHD
                     ***********************************************   ******** 
AALB000444-PA      RVRVDADFNVDLSGPLVNASGVASYQGWLAGYQVAFDSQKSKITANNFAVGYSAGDFVLH
8                  R-----------------------------------------------------------
9                  ----------------------------------------SKITANNFAVGYSAGDFVLH
10                 ------------------------------------------ITANNFAVGYSAGDFVLH
                   *                                       ******************** 
AALB000444-PA      TNVNDGREFGGLIYQRCNDRLETAVQLSWASGSNATKFGLGAKYDLDKDACVRAKVNNQS
9                  TNVNDGR-----------------------------------------------------
10                 TNVNDGREFGGLIYQR--------------------------------------------
11                 ----------------CNDRLETAVQLSWASGSNATK-----------------------
12                 -------------------------------------------YDLDKDACVR-------
13                 -------------------------------------------------------VNNQS
                   *************************************      **********  ***** 
AALB000444-PA      QIGLGYQQKLRDGVTLTLSTLNIEELTMSVSLSALRNRLAVLTNSSGIHKEQADKYRQLL
13                 QIGLGYQQK---------------------------------------------------
14                 ---------LRDGVTLTLSTLVDGK-----------------------------------
                   *************************                                   
                   DQILLNGEELVETLKLFIEAILNEHVSLVISRQILSDVSFQLTKLPDEISKNVSHFTLDK
                   ------------------------------------------------------------
                   VQPRVISFEEQVASIRQHLAQIYERNQNWKEAANVLGGIPLETGQKPYSLDYKLETYLKI
                   ------------------------------------------------------------
                   ARLFLEDEDPVQAESFINRASILQADTKDEKLQILYKVCYARVLDYRRKFIEAAQRYNEL
                   ------------------------------------------------------------
                   SYRTIVDEGERMTALKKALICTVLASAGQQRSRMLATLFKDERCQHLPAYAILENMYLDR
                   ------------------------------------------------------------
                   IIRRSELQEFEALLQSHQKATTVDGSTILDRAVFEHNLLSASKLYNNITFEELGALLEIA
                   ------------------------------------------------------------
                   PPKAERIASQMITEGRMNGYIDQIDGVVHFETREILPMWDKQIQSICYQVNGLIEKIAAA
                   ------------------------------------------------------------
                   EPEWMNKMIEKEMCP
                   ---------------
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AALB010381-PA      MANIARLFASRVAQLAQQQQQQQTKLLRLYSSAAPKAYEFIKAELTGEKKNVALITLNRP
                   --------------------------------------------------NVALITLNRP
                                                                     **********          

                   KALNALCNGLVAEISDALDRYEADDSIGAIVITGSEKAFAAGADIKEMQPNTYAKCINTD
                   KALNALCNGLVAEISDALDRYEADDSIGAIVITGSEK------------------CINTD 
                   *************************************                  *****                                         

                   FLANWTRVAKAQKPIIAAVNGYALGGGCELAMMCDIIYAGDKARFGQPEIALGTIPGAGG
                   FLANWTR-------------------------------------FGQPEIALGTIPGAGG
                   *******                                     ****************                       

                   TQRTTRSMGKSKAMEMCLTGNMITAEEAERAGLVSKVVPADKLVAEAVKLGEKISTFSPL
                   TQR--------------------------------------------------ISTFSPL
                   ***                                                  *******          

                   IVRLCKEAVNTAYETSLNEGLKFERRHFHATFSTKDRLEGMTAFVEKLRQMSLVAKVLRY
                   IVR----------------------RHFHATFSTK-------------------------
                   ***                      **********                                     

                   GEFGEPAKVLRLQEEPVPEPKDGEVLIRTLGAPINPADINTIQAVGGNECVGEVIAIGGG
                   ------------------------------------------------------------
                                                                               

                   DAGATSLKVGDRVVPFATGLGTWRSHAIYSAGQLMKAPAGIGVAEAATITVNPCTGYRML
                   ------------------------------------------------------------
                                                                               
                   KDFVSLKAGDTVIQNGANSACGQAIIQLCRAWNIECVGVVRDRPEFGQLKDYLKGLGAAE
                   ------------------------------------------------------------
                                                                               

                   ILTEEELRTTKLFRDGIFRKPKLALNCVGGKNALEMSRQLDQAGVMVTYGGMSREPVTVP
                   ------------------------------------------------------------
                                                                               

                   TASLIFKDLRFVGFWMTRWTKENAASPARAEMFNELFGLIDRGALKAPAHEMIAFDEYIS
                   ------------------------------------------------------------
                                                                               

                   AVTNALNIQGFVGKKYIFKF
                   --------------------











