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	Specie/Strain/Isolate
	Accession number

	Bacillus megaterium QM strain B1551
	NC_014019.1

	Bacillus pumilus strain GR-8
	NZ_CP009108.1

	Lysinibacillus sphaericusc strain C3-41
	CP000817.1

	Bacillus cereus
	KC849454.1

	Bacillus thuringiensis israelensis H14 reference strain
	KJ722438.1

	Bt5 isolate
	KC414685.1

	Bt7 isolate
	KF873019.1

	Bti10 isolate
	KF150482.1

	Bt11 isolate
	KF150394.1

	Bt12 isolate
	KJ722438.1a

	Bt16
	KC527056.1

	Bt17 isolate
	KC355253.1

	Bt22
	KF026328.1

	Bt27 isolate
	KF873019.1

	Bt29
	KC527056.1

	Bt34
	KC960017.1

	Bt42 isolate
	KC414685.1

	Bt44
	KF241516.1

	Bt60 isolate
	KF150482.1

	Bti63
	KF971833.1

	Bt68
	KC527056.1

	Bt70
	CP0044858.1


aIsolate with 16S rRNA sequence identical to H14
