52 —ABQ23564.nucleocapsid Phlebovirus sp.VP-366G
AEL29650.nucleocapsid Phlebovirus CoAr 171616

85

——— ABQ23558.nucleocapsid Punta Toro virus
AEA30071.nucleocapsid Chandiru virus
AEL29691.nucleocapsid Uriurana virus

AHK60934.nucleocapsid protein Gordil virus

64

69

i

1001AHK60939.nucleocapsid protein Karimabad virus

100
87

100 ABQ23546.nucleocapsid Naples virus
ABD38779.nucleocapsid Rift Valley fever virus

API168875.nucleocapsid protein Ambe virus

rAEB70977.nucIeocapsid Durania virus

AEB70980.nucleocapsid Ixcanal virus

AEB70971.nucleocapsid Aguacate virus

AEB70975.nucleocapsid Armero virus

AHK60937 .nucleocapsid protein Karimabad virus

AJK91621.nucleoprotein Adana virus
98 —— AGA82739.nucleoprotein Arbia virus

81 731 —AGAB82743.nucleoprotein Salehabad virus

AGZ62538.nucleocapsid Salanga virus

AEF30503.nucleocapsid Arumowot virus

98 AGK25094.nucleoprotein Bhanja virus

89 [AFO66278.nucleoprotein Palma virus

99

'YP008003509.nucleoprotein Lone Star virus

AFP33389.nucleoprotein Heartland virus

97

100

——AGI97094.nucleoprotein Severe fever with thrombocytopenia syndrome virus HNXY 31

100

AJG39301.nucleopasid protein Bole Tick Virus

100

AJG39308.nucleopasid protein Lihan Tick Virus
@ KY984485.MG22

100 ——AJG39302.nucleopasid protein partial Changping Tick Virus

93

AJG39316.nucleopasid protein Tacheng Tick Virus

AJA31763.nucleocapsid American dog tick phlebovirus
|-AII01800.N protein American dog tick phlebovirus

100|AJA31764.nucIeocapsid partial American dog tick phlebovirus
AIE42675.nucleocapsid protein American dog tick phlebovirus

Additional file 3: Figure S1. The maximum likelihood analysis
of the partial putative nucleocapsid protein (152 amino acids) of
phleboviruses. The sequence characterized in this study is given
in bold and indicated with the GenBank accession number, pool
code and a black circle. Global virus strains are indicated by
GenBank accession numbers, virus and strain/isolate names.
Bootstrap values higher than 60 are provided.





