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[bookmark: _GoBack]Additional file 8: Figure S2. Neighbor-joining tree of 12S rRNA haplotype sequences for R. appendiculatus across African countries. The evolutionary distances were computed using the Tamura 3-parameter method. Bootstrap values (>60) are displayed above nodes. The values in bracket behind haplotypes names correspond to the frequency of each haplotype.  Haplotype sequences (12SH1-9) obtained in the present study are indicated by a black square. Rhipicephalus eversti and R. microplus obtained in the present study and R. turanicus from GenBank (accession number: DQ849231) were used as outgroups
image1.emf
 12SH7 (1)

 DQ901286 Rwanda (Gitarama)

 KX276949 Kenya

 KX276946 Kenya

 DQ901284 Rwanda (Byumba)

 DQ901282 Rwanda (Kibungo)

 DQ901281 Rwanda (Gitarama)

 DQ901279 Rwanda (Kibuye)

 DQ901288 Zambia (East: Patauke)

 DQ849210 Zambia (East: Chipata)

 12SH1 (87)

 DQ849212 Zambia (East: Chipata)

 DQ901277 Zambia (East: Chipata)

 DQ849214 Zambia (East: Petauke)

 12SH8 (1)

 12SH9 (1)

 12SH6 (1)

 12SH2 (26)

 KX276947 Kenya

 AF150028 Uganda

 12SH3 (1)

Haplogroup A

 KX276948 Kenya

 AF031859 Zimbabwe

 AF150027 Zimbabwe

 DQ901317 GrandeComore

 12SH4 (4)

 12SH5 (4)

 DQ849203 Zambia (South: Livingstone)

 DQ849205 Zambia (South: Mazabuka)

 DQ849207 Zambia (East: Nyimba)

 DQ901311 Zambia (South: Sinazeze)

 DQ849208 Zambia (South: Kazungula)

 DQ849204 Zambia (South: Monze)

 DQ901309 Zambia (South: Sinazongwe)

 DQ849233 South Africa (Rietvlei)

 DQ849235 South Africa (Hluhluwe)

 DQ901320 Kenya (Muguga)

 KX276945 Kenya

Haplogroup B

 DQ849231 R. turanicus

 R. evertsi

 R. microplus

100

70

65

62

97

58

62

0.01


