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	Phylum/subphyla
	Relative abundance (%)
	# OTUs

	Acidobacteria
	0.02
	1

	Actinobacteria
	10.22
	42

	Bacteria
	0.64
	11

	Bacteroidetes
	2.78
	22

	Chlamydiae
	0.07
	1

	Chloroflexi
	0.06
	1

	Cyanobacteria
	0.39
	7

	Deinococcus-Thermus
	0.51
	5

	Elusimicrobia
	0.01
	1

	Firmicutes
	14.14
	48

	Fusobacteria
	0.03
	1

	Planctomycetes
	0.03
	3

	Alphaproteobacteria
	28.22
	56

	Betaproteobacteria
	18.88
	30

	Deltaproteobacteria
	0.87
	2

	Epsilonproteobacteria
	0.50
	2

	Gammaproteobacteria
	22.02
	45

	Unclassified Proteobacteria
	0.19
	3

	Tenericutes
	0.33
	2

	Verrucomicrobia
	0.10
	1



