Theileria sp 1 isolate 188KPZ Ixodes ricinus Capreolus capreolus Slovakia (6)

Theileria sp 1 isolate 1KPZ Ixodes ricinus Capreolus capreolus Slovakia (2)

Theileria sp 1 isolate 1SPZ Capreolus capreolus Slovakia (11)

Theileria sp 1 isolate 21KPZ Ixodes ricinus Capreolus capreolus Slovakia (5)

Theileria sp 1 isolate 312KPZ Haemaphysalis concinna Capreolus capreolus Slovakia (3)
Theileria sp 2 isolate 132KPZ Ixodes ricinus Dama dama Slovakia (9)

Theileria sp 2 isolate 139KPZ Ixodes ricinus Dama dama Slovakia (2)

Theileria sp 2 isolate 390KPZ Ixodes ricinus Dama dama Slovakia (12)

& Theileria sp 2 isolate 45KPZ Ixodes ricinus Cerws elaphus Slovakia Theileria spp. roe and red deer

Theileria sp 2 isolate 48KPZ Ixodes ricinus Cerws elaphus Slovakia

Theileria sp 2 isolate 52SPZ Cerws elaphus Slovakia (3)

Theileria sp 2 isolate 59KPZ Ixodes ricinus Cerws elaphus Slovakia (3)

Theileria sp 2 isolate 71KPZ Ixodes ricinus Dama dama Slovakia (9)

Theileria sp 2 isolate 87SPZ Dama dama Slovakia (18)

Theileria capreoli AY726011 isolate BAB1158 Capreolus capreolus Galicia Spain
Theileria sp AY421708 isolate 3185/02 Cerwus elaphus Spain
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Theileria sp AB012189 CNY3B Japon
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53 22 Theileria sergenti GU143087 isolate 056

Theileria separata AY260175
Theileria sinensis HM538203 clone 56 China

Theileria mutans AF078815 isolate Intona Kenya
83 Theileria uilenbergi AY262116

Theileria equi AY534882 strain ET1
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Figure S3 Neighbour-joining tree of hypervariable 18S rRNA gene sequences of Theileria
parasites using neighbour-joining.

The sequences of isolates from Slovakia are labelled with isolate designation, tick and/or
vertebrate host, geographic origin, and number of identical sequences (in brackets). The
bootstrap values based of 1,000 replicates are displayed next to the branches. The tree is
rooted using Theileria equi as the outgroup. Clades displaying a bootstrap value of > 75 are
considered relevant. The evolutionary distance is shown in the units of the number of base
substitutions per site.



