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Additional file 4: Figure S1a. Extended Bayesian Skyline plot illustrating the entire posterior distribution of demographic trends for T. terrestris isolates after removing CBTs 94-97-98 (=Haplotype 9 –H9-). Dotted lines indicate median effective population sizes, whereas the solid ones belong to 95% HPD limits. The time is in units of million years before present and population is at logarithmic scale.
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[bookmark: _GoBack]Additional file 4: Figure S1b. Extended Bayesian Skyline plot illustrating the entire posterior distribution of demographic trends in absence of time calibration points. ‘x’ axis is in mutation rates (substitutions/site) and ‘y’ axis corresponds to population size*mutation rate (log scale).
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