
Additional file 1: Table S1. Sequences of primers used for transcriptomic validation by 

RT-qPCR. 

Ensembl id Gene name 
Gene 

symbol 
Sequences (5' to 3') 

Product 

size (bp) 

ENSBTAG00000025257 
C-C motif chemokine 

ligand 4 
CCL4 

AGCTGTGGTATTCCAGACCAA 
87 

TCAAGGTCATCCACGTACTCC1 

ENSBTAG00000023659 Metallothionein-2 MT2 
GGCTCCTGCAAATGCAAAGAT 

75 
CCGAAGCCCCTTTGCAGAC2 

ENSBTAG00000021326 
C-C motif chemokine 

ligand 20 
CCL20 

AATTAGCTGTGTGTGCAGATCC 
80 

CATCCTTTTGACTCTTTGACTGA1 

ENSBTAG00000006894 
Nitric oxide 

synthase, inducible 
NOS2 

GCAGCAGCGGCTCCATGAGG 
141 

CTTGGGCTGGTCAGGCAGGC3 

ENSBTAG00000000436 
TNF alpha induced 

protein 3 
TNFAIP3 

TGCTAAGCTGGCTGCAAGG 
59 

TTGCTGTGTTGATGCTGCG4 

ENSBTAG00000021462 
Colony stimulating 

factor 3 
CSF3 

CTTGGCCCTGCCCGA 
62 

TTCCTCACTTGCTCTAAGCACTTG4 

ENSBTAG00000001321 Interleukin 1 beta IL1B 
ACCTGAACCCATCAACGAAATG 

74 
TAGGGTCATCAGCCTCAAATAACA1 

ENSBTAG00000006017 
Nuclear factor kappa 

B subunit 2 
NFKB2 

CCTGCTGAATGCTCTGTCTG 
102 

TCCTCCTTCACCTCTGTGCT1 

ENSBTAG00000010667 

Phosphoinositide-3-

kinase interacting 
protein 1 

PIK3IP1 
GGAGCTGGAATTGTCCTTGG 

75 
GCACACTTTCTGCTCGTGCT1 

ENSBTAG00000046979 Legumain LGMN 
TGGAGGACCCTGAGGACG 

64 
TACCAGCCGTTTGATCCTGC4 

ENSBTAG00000008008 Toll like receptor 2 TLR2 
ACGACGCCTTTGTGTCCTAC 

192 
CCGAAAGCACAAAGATGGTT5 

ENSBTAG00000008682 Toll like receptor 3 TLR3 
GAGGCAGGTGTCCTTGAACT 

329 
GCTGAATTTCTGGACCCAAG5 

ENSBTAG00000038149 
NLR family pyrin 

domain containing 12 
NLRP12 

GCGGATTTTGTGGTTGAAGAT 
106 

CCTTCACACAGCAGCAGCAC6 

ENSBTAG00000014921 Interleukin 6 IL6 
CTGGGTTCAATCAGGCGATT 

150 
GGATCTGGATCAGTGTTCTGA7 

ENSBTAG00000025471 
Tumor necrosis 

factor 
TNF 

CCAGAGGGAAGAGCAGTCC 
126 

GGAGAGTTGATGTCGGCTAC8 

ENSBTAG00000026199 Actin beta ACTB 
ACACCGCAACCAGTTCGCCAT 

216 
GTCAGGATGCCTCTCTTGCT8 

ENSBTAG00000014731 
Glyceraldehyde-3-

phosphate 

dehydrogenase 

GAPDH 
ATCTCGCTCCTGGAAGATG 

227 
TCGGAGTGAACGGATTCG9 

Ensembl id: Gene identifier in Ensembl database; bp: basepair 
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