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	Species Subgroup
	Species
	GenBank Acc No.
	Geographic distribution
	Reference

	
	
	CO1
	ITS2
	
	

	Barbirostris Subgroup
	An. barbirostris s.s.
	EU797194
	-
	Indonesia
	[1]

	
	
	EU797195
	EU812759
	
	

	
	
	EU797196
	EU812760
	
	

	
	
	EU797197
	-
	
	

	
	
	EU797198
	EU812761
	Thailand
	

	
	
	EU797199
	EU812764
	
	

	
	
	EU797200
	-
	
	

	
	
	EU797201
	-
	
	

	
	
	EU797202
	EU812762
	
	

	
	
	EU797203
	EU812763
	
	

	
	An. vanderwulpi
	EU797204
	EU812765
	Indonesia
	

	
	
	EU797204
	EU812766
	
	

	
	
	EU797204
	EU812767
	
	

	
	
	EU797204
	EU812768
	
	

	
	An. dissidens
	EU797205
	EU812781
	Thailand
	

	
	
	EU797205
	EU812769
	
	

	
	
	EU797205
	EU812771
	
	

	
	
	EU797205
	EU812773
	
	

	
	
	EU797205
	EU812774
	
	

	
	
	EU797205
	EU812776
	
	

	
	
	EU797205
	EU812777
	
	

	
	
	EU797206
	EU812778
	
	

	
	
	EU797206
	EU812783
	
	

	
	
	EU797207
	-
	
	

	
	
	EU797208
	-
	
	

	
	
	EU797209
	-
	
	

	
	
	EU797210
	-
	
	

	
	
	EU797211
	-
	
	

	
	
	EU797212
	EU812775
	
	

	
	
	EU797213
	EU812790
	
	

	
	
	EU797214
	-
	
	

	
	
	EU797215
	-
	
	

	
	
	EU797216
	-
	
	

	
	
	EU797217
	EU812782
	
	

	
	
	EU797218
	EU812780
	
	

	
	
	EU797219
	-
	
	

	
	
	EU797220
	-
	
	

	
	
	EU797221
	-
	
	

	
	
	EU797222
	-
	
	

	
	
	EU797223
	EU812779
	
	

	
	
	EU797223
	EU812788
	
	

	
	
	EU797224
	EU812787
	
	

	
	
	EU797224
	EU812786
	
	

	
	
	EU797225
	EU812785
	
	

	
	
	EU797226
	-
	
	

	
	
	EU797227
	-
	
	

	
	
	EU797228
	-
	
	

	
	
	EU797229
	EU812770
	
	

	
	
	EU797230
	-
	
	

	
	
	EU797231
	EU812772
	
	

	
	
	EU797231
	EU812784
	
	

	
	
	EU797231
	EU812789
	
	

	
	An. saeungae
	EU797232
	-
	Thailand
	

	
	
	EU797233
	-
	
	

	
	
	EU797234
	-
	
	

	
	
	EU797235
	-
	
	

	
	
	EU797236
	-
	
	

	
	
	EU797237
	-
	
	

	
	
	EU797238
	-
	
	

	
	
	EU797239
	EU812800
	
	

	
	
	EU797240
	-
	
	

	
	
	EU797241
	EU812807
	
	

	
	
	EU797242
	-
	
	

	
	
	EU797243
	EU812803
	
	

	
	
	EU797244
	-
	
	

	
	
	EU797245
	EU812791
	Indonesia
	

	
	
	EU797246
	-
	Thailand
	

	
	
	EU797247
	-
	
	

	
	
	EU797248
	EU812794
	
	

	
	
	EU797249
	-
	
	

	
	
	EU797250
	-
	
	

	
	
	EU797251
	-
	
	

	
	
	EU797252
	-
	
	

	
	
	EU797253
	-
	
	

	
	
	EU797254
	EU812798
	
	

	
	
	EU797255
	EU812799
	
	

	
	
	EU797256
	-
	
	

	
	
	EU797257
	EU812792
	
	

	
	
	EU797258
	EU812801
	
	

	
	
	EU797259
	EU812793
	
	

	
	
	EU797259
	EU812797
	
	

	
	
	EU797260
	EU812802
	
	

	
	
	EU797261
	-
	
	

	
	
	EU797262
	EU812804
	
	

	
	
	EU797263
	EU812806
	
	

	
	
	EU797264
	-
	
	

	
	
	EU797265
	-
	
	

	
	
	EU797266
	-
	
	

	
	
	EU797267
	-
	
	

	
	
	EU797268
	EU812805
	
	

	
	
	EU797269
	-
	
	

	
	
	EU797270
	-
	
	

	
	
	EU797271
	-
	
	

	
	
	EU797272
	-
	
	

	
	
	EU797273
	-
	
	

	
	
	EU797274
	-
	
	

	
	
	-
	EU812795
	
	

	
	
	-
	EU812796
	
	

	
	An. wejchoochotei
	EU797275
	-
	Thailand
	

	
	
	EU797276
	-
	
	

	
	
	EU797277
	-
	
	

	
	
	EU797278
	-
	
	

	
	
	EU797279
	EU812808
	
	

	
	
	EU797280
	-
	
	

	
	
	-
	EU812809
	
	

	
	An. barbirostris s.l.
	-
	KJ462237
	Selangor
	[2]

	
	
	-
	KJ462238
	
	

	
	
	-
	KJ462239
	
	

	
	
	-
	KJ462240
	
	

	
	
	-
	KJ462241
	
	

	
	
	-
	KJ462242
	
	

	
	
	-
	KJ462243
	
	

	
	
	-
	KJ462244
	
	

	
	
	-
	KJ462245
	
	

	
	
	-
	KJ462246
	
	

	
	
	-
	KJ462247
	
	

	
	
	-
	KJ462248
	
	

	
	An. donaldi
	MT669935.1
	MT623054.1
	Sabah, Malaysia
	Unpublished

	
	
	MT669936.1
	MT623054.1
	
	

	
	
	MT669937.1
	MT623054.1
	
	

	
	
	MT669938.1
	MT623054.1
	
	

	
	
	MT669939.1
	MT623054.1
	
	

	
	LW44
	MN520342
	MN386201
	Sarawak
	Present study

	
	LW47
	MN520344
	MN386197
	
	

	
	LW48
	MN520345
	MN386198
	
	

	
	LW57
	MN520349
	MN386199
	
	

	
	LW58
	MN520350
	MN386200
	
	

	Leucosphyrus Subgroup
	An. baimaii
	DQ897952
	-
	Thailand
	[3]

	
	
	DQ897953
	-
	
	

	
	
	DQ897954
	-
	
	

	
	
	DQ897955
	-
	Myanmar
	

	
	An. balabacensis
	DQ897940
	-
	Sabah, Malaysia
	

	
	
	DQ897941
	-
	South Kalimantan, Indonesia
	

	
	An. cracens
	DQ897947
	-
	Terengganu, Malaysia
	

	
	
	DQ897948
	-
	
	

	
	An. elegans
	DQ897957
	-
	India
	

	
	
	DQ897958
	-
	
	

	
	An. macarthuri
	DQ897969
	-
	Thailand
	

	
	
	DQ897970
	-
	
	

	
	
	DQ897971
	-
	
	

	
	
	DQ897972
	-
	
	

	
	An. mirans
	DQ897965
	-
	Sri Lanka
	

	
	
	DQ897966
	-
	India
	

	
	An. scanloni
	DQ897949
	-
	Thailand
	

	
	An. nemophilous
	DQ897961
	-
	
	

	
	An. takasagoensis
	DQ897962
	-
	China
	

	
	
	DQ897963
	-
	
	

	
	
	DQ897964
	-
	
	

	
	An. dirus
	DQ897945
	-
	Thailand
	

	
	
	DQ897946
	-
	
	

	
	
	AB518500
	-
	Vietnam
	[4]

	
	
	AB518501
	-
	
	

	
	
	AB518502
	-
	
	

	
	
	AB518503
	-
	
	

	
	
	AB518504
	-
	
	

	
	
	AB518505
	-
	
	

	
	
	AB518506
	-
	
	

	
	
	AB518507
	-
	
	

	
	
	AB518508
	-
	
	

	
	
	AB518509
	-
	
	

	
	
	AB518510
	-
	
	

	
	
	AB518511
	-
	
	

	
	
	AB518512
	-
	
	

	
	
	AB518513
	-
	
	

	
	
	AB518514
	-
	
	

	
	
	AB518515
	-
	
	

	
	
	AB518516
	-
	
	

	
	
	AB518517
	-
	
	

	
	
	AB518518
	-
	
	

	
	
	AB518519
	-
	
	

	
	
	AB518520
	-
	
	

	
	
	AB518521
	-
	
	

	
	
	AB518522
	-
	
	

	
	
	AB518523
	-
	
	

	
	
	AB518524
	-
	
	

	
	
	AB518525
	-
	
	

	
	
	AB518526
	-
	
	

	
	
	AB518527
	-
	
	

	
	
	AB518528
	-
	
	

	
	
	AB518529
	-
	
	

	
	
	AB518530
	-
	
	

	
	
	AB518531
	-
	
	

	
	
	AB518532
	-
	
	

	
	
	AB518533
	-
	
	

	
	An. takasagoensis cf
	AB518534
	-
	
	

	
	
	AB518535
	-
	
	

	
	
	AB518536
	-
	
	

	
	
	AB518537
	-
	
	

	
	
	AB518538
	-
	
	

	
	An. introlatus
	KM032610
	-
	Selangor, Malaysia
	Unpublished

	
	
	KM032611
	-
	
	

	
	
	KM032612
	-
	
	

	
	LW31
	MN520340
	-
	Sarawak
	Present study

	
	LW32
	MN520341
	-
	
	

	
	LW45
	MN520343
	-
	
	

	
	LW49
	MN520346
	-
	
	

	
	LW50
	MN520347
	-
	
	

	
	LW51
	MN520348
	-
	
	

	
	LW59
	MN520351
	-
	
	

	
	LW67
	MN520352
	-
	
	

	
	LW74
	MN520353
	-
	
	

	Outgroups
	An. coustani
	AF417715
	-
	Kenya
	[5]

	
	An. gambiae
	L20934
	-
	Africa
	[6]
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