
1160 1180 1200 
UTX_Human AEVLKACRNLGKNGLSNSSILLDKCPPPRPPSSPYPPLPKDKLNPPTPSIYLENKRDAFFPPLHQFC 960
UTY_Human TEVLKACRNPGKNGLSNSCILLDKCPPPRPPTSPYPPLPKDKLNPPTPSIYLENKRDAFFPPLHQFC 907
Smp_034000 ---LRGLGHSG--GPWWPGLLPEGSPIPKPPAKPYPPPPKDKLLPPTPSVYLENRNDAHSPELMRYC 640
JMJD3_Human ADVVRASRNAKVKGKFRESYLSP-AQSVKPKINTEEKLPREKLNPPTPSIYLESKRDAFSPVLLQFC 1205

1220 1240 1260 
UTX_Human TNPNNPVTVIRGLAGALKLDLGLFSTKTLVEANNEHMVEVRTQLLQPADENWDPTGTKKIWHCESNR 1027
UTY_Human TNPKNPVTVIRGLAGALKLDLGLFSTKTLVEANNEHMVEVRTQLLQPADENWDPTGTKKIWRCESNR 974
Smp_034000 FT--QPVVVIRGLAAALRLDLGLFSTKSLVESNPEHRVEVRTQRLQSPDQNLDSQG-RTVWLCESPK 704
JMJD3_Human TDPRNPITVIRGLAGSLRLNLGLFSTKTLVEASGEHTVEVRTQVQQPSDENWDLTGTRQIWPCESSR 1272
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1280 1300 1320 1340 
UTX_Human SHTTIAKYAQYQASSFQESLREE-------------------------NEKRS-------------H 1056
UTY_Human SHTTIAKYAQYQASSFQESLREE-------------------------NEKRT-------------Q 1003
Smp_034000 TTTTIAKYGAYQAASFIEAMKEEKIVNFSGSAPVTSTPTSNTISAISVDTKSSTGNLSNAVTGSGRK 771
JMJD3_Human SHTTIAKYAQYQASSFQESLQEE-------------------------KES---------------E 1299

1360 1380 1400 
UTX_Human HKDHSDSESTSSDN--------------------SGRRRKGPFKTIKFGTNIDLSDDKKWKLQLHEL 1103
UTY_Human HKDHSDNESTSSEN--------------------SGRRRKGPFKTIKFGTNIDLSDNKKWKLQLHEL 1050
Smp_034000 NSTHWSSESTNSELNVNQPHPVGSKLSGDENNSLSNQQNSGRLKLIRFGTNCDLSDQKKWLPQLHEL 838
JMJD3_Human DEESEEPDSTTGTPP-------------------SSAPDPKNHHIIKFGTNIDLSDAKRWKPQLQEL 1347
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1420 1440 1460 
UTX_Human TKLPAFVRVVSAGNLLSHVGHTILGMNTVQLYMKVPGSRTPGHQENNNFCSVNINIGPGDCEWFVVP 1170
UTY_Human TKLPAFARVVSAGNLLTHVGHTILGMNTVQLYMKVPGSRTPGHQENNNFCSVNINIGPGDCEWFVVP 1117
Smp_034000 TKLPIFVRVVSAFNMLSHVGYPLLGLNTVQLYLKVPGSRTPGHQENNNFCAVNINIGPGDCEWFSVP 905
JMJD3_Human LKLPAFMRVTSTGNMLSHVGHTILGMNTVQLYMKVPGSRTPGHQENNNFCSVNINIGPGDCEWFAVH 1414
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1480 1500 1520 1540 
UTX_Human EGYWGVLNDFCEKNNLNFLMGSWWPNLEDLYEANVPVYRFIQRPGDLVWINAGTVHWVQAIGWCNNI 1237
UTY_Human EDYWGVLNDFCEKNNLNFLMSSWWPNLEDLYEANVPVYRFIQRPGDLVWINAGTVHWVQAVGWCNNI 1184
Smp_034000 EQYWGAIHNLCEKNNVDYLTGSWWPDLETLYKEEIPVYRFIQRPGDLVWINAGTVHWVQAIGWCNNI 972
JMJD3_Human EHYWETISAFCDRHGVDYLTGSWWPILDDLYASNIPVYRFVQRPGDLVWINAGTVHWVQATGWCNNI 1481

� �

1560 1580 1600 
UTX_Human AWNVGPLTACQYKLAVERYEWNKLQSVKSIVPMVHLSWNMARNIKVSDPKLFEMIKYCLLRTLKQCQ 1304
UTY_Human AWNVGPLTACQYKLAVERYEWNKLKSVKSPVPMVHLSWNMARNIKVSDPKLFEMIKYCLLKILKQYQ 1251
Smp_034000 AWNVGCMTARQYQLAVERYEFNRLRGVKSVVPMTHLSWQLAKNIKISDPGLFELIKHTLLRSFIQSQ 1039
JMJD3_Human AWNVGPLTAYQYQLALERYEWNEVKNVKSIVPMIHVSWNVARTVKISDPDLFKMIKFCLLQSMKHCQ 1548

1620 1640 1660 
UTX_Human TLREALIAAGKEIIWHGRTKEEPAHYCSICEVEVFDLLFVTNESNSRKTYIVHCQDCARKTSGNLEN 1371
UTY_Human TLREALVAAGKEVIWHGRTNDEPAHYCSICEVEVFNLLFVTNESNTQKTYIVHCHDCARKTSKSLEN 1318
Smp_034000 LTTDFLEKMNLTIKHHGKRSDDIAHSCHDCEIEVFNILFVLSQD---KKLVVRCLDCARRMDSTLKT 1103
JMJD3_Human VQRESLVRAGKKIAYQGRVKDEPAYYCNECDVEVFNILFVTSENGSRNTYLVHCEGCARRRSAGLQG 1615
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1680 1700 
UTX_Human FVVLEQYKMEDLMQVYDQFTLAPPLPSASS---- 1401
UTY_Human FVVLEQYKMEDLIQVYDQFTLALSLSSSS----- 1347
Smp_034000 FIILSEYHIHELAEIFDKFQLQTQPITAYPVGKT 1137
JMJD3_Human VVVLEQYRTEELAQAYDAFTLAPASTSR------ 1643


