Additional file 1: Table S1.
Primer sequences used for transcriptional analysis of Fg-CaBP4 by real-time qPCR. 
	Primer name
	Forward/reverse primer (5'→3')
	Size (bp)
	Amplification efficiency (%)*
	Correlation coefficients (r2)

	β-Actin
	F: CACCACACCTTCTACAAC
R: TCTGGGTCATCTTCTCAC
	106
	95.41
	0.9991

	Fg-CaBP4
	F: CGATGCTGACGAGAACGGA
R: CACGACCAGCTCTGACTTCC
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	98.68
	0.9993


* Amplification efficiency (%) = (10-1/slope -1) ×100




Additional file 1: Table S2.
Primer sequences used for transcriptional analysis of cytokines by real-time qPCR.
	Gene name
	Forward/reverse primers (5′→ 3′) 
	Size (bp)
	Amplification efficiency (%)*
	Correlation coefficients (r2)

	GAPDH
	F:  CCTGGAGAAACCTGCCAAGT
R:  GCCAAATTCATTGTCGTACCA
	214
	99.02
	0.9982

	IL-2
	F:  CAAACGGTGCACCTACTTCA
R:  AGCTTGAGGTTCTCGGGATT
	115
	96.75
	0.9985

	IL-4
	F:  GTACCAGCCACTTCGTCCAT
R:  GCTGCTGAGATTCCTGTCAA
	148
	98.73
	0.9994

	IL-10
	F:  CCTTGTCGGAAATGATCCAG
R:  AGGGCAGAAAACGATGACAG
	150
	98.68
	0.9993

	IFN-γ
	F:  GAACGGCAGCTCTGAGAAAC
R:  GGTTAGATTTTGGCGACAGG 
	131
	98.02
	0.9982

	TGF-β1
	F:  CATGAACCGGCCCTTCCT
R: GAAGTCAATGTAGAGCTGACGAACA
	126
	98.98
	0.9996

	TNF-α
	F:  ATGAGCACTGAAAGCATGATCC
R: GAGGGCTGATTAGAGAGAGGTC
	217
	97.85
	0.9981


* Amplification efficiency (%) = (10-1/slope -1) ×100


