	
	No of infected I. ricinus ticks (%; 95% confidence interval)

	
	No of tested ticks (No of positive)
	B. afzelii
	B. garinii
	B. burgdorferi
	B. miyamotoi
	B. valaisiana
	B. lusitaniae
	B. spielmanii

	Total
	251 
	164 (65.3; 59.3-71.0)
	22 (8.8; 5.7-12.7)
	27 (10.8; 7.4-15.0)
	21 (8.4; 5.4-12.3)
	13 (5.2; 2.9-8.4)
	1 (0.4; 0.0-1.8)
	3 (1.2; 0.3-3.2)

	Year of study
	2016
	38 (38)
	23 (60.5; 44.7-74.8)
	3 (7.9; 2.3-19.6)
	3 (7.9; 2.3-19.6)
	6 (15.8; 6.9-29.7)
	2 (5.3; 1.1-15.8)
	1 (2.6; 0.3-11.6)
	0

	
	2017
	64 (66)
	39 (60.9; 48.7-72.2)
	15 (23.4; 14.4-34.8)
	2 (3.1; 0.7-9.6)
	2 (3.1; 0.7-9.6)
	6 (9.4; 4.0-18.3)
	0
	0

	
	2018
	77 (194)
	60 (77.9; 67.7-86.1) 
	1 (1.3; 0.1-5.9)
	7 (9.1; 4.2-17.0)
	5 (6.5; 2.5-13.6)
	3 (3.9; 1.1-10.0)
	0
	1 (1.3; 0.0-5.9)

	
	2019
	72 (181)
	42 (58.3; 46.8-69.2)
	3 (4.2; 1.2-10.7)
	15 (20.8; 12.7-31.2)
	8 (11.1; 5.4-19.9)
	2 (2.8; 0.6-8.6)
	0
	2 (2.8; 0.6-8.6)
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