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Fig. S2. Bacterial community composition of An. darlingi, larvae (Adar L) and pupae
(Adar P), and their breeding sites, Coari 1 (C1) and Coari 2 (C2), at class level. Only
classes making up > 0.1% are included. Other classes present are clustered as “Others”

together with unknown classes.
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Bacterial family

. Enterobacteriaceae
. Staphylococcaceae
Peptostreptococcaceae
. Pseudomonadaceae
Neisseriaceae
. Bacillaceae
. Oxalobacteraceae
Sphingobacteriaceae
Streptococcaceae
. Flavobacteriaceae
. Moraxellaceae
. Comamonadaceae
Caulobacteraceae
Burkholderiaceae
. Aeromonadaceae
. Propionibacteriaceae
Clostridiaceae
. Fusobacteriaceae
Micrococcaceae
Cytophagaceae
Chitinophagaceae
Rhizobiaceae
Others

Fig. S3. Bacterial community composition of An. darlingi, larvae (Adar L) and pupae

(Adar P), and their breeding sites, Coari 1 (C1) and Coari 2 (C2), at family level. Only

families making up > 1% are included. Other families present are clustered as “Others”

together with unknown families.



