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	Genbank #, ID
	Genus
	Subgenus
	Species
	Locality
	Lenght
	Reference

	OR899809, AM12 
	Amblyomma
	Anastosiella
	tigrinum
	Quilino, Córdoba, Argentina
	14808
	This study (amplicons)

	OR899815, AM15
	Amblyomma
	Adenopleura
	auricularium*
	Puerto Carreño, Vichada, Colombia
	partial
	This study (amplicons)

	OR899814, SA16
	Amblyomma
	Dermiomma
	calcaratum*
	Km 41, Conexión Pacifico 3 Highway, Manizales Colombia
	partial
	This study (amplicons)

	OR899813, SA17
	Amblyomma
	Dermiomma
	nodosum*
	Km 41, Conexión Pacifico 3 Highway, Manizales Colombia
	partial
	This study (amplicons)

	OR899804, T04
	Amblyomma
	Walkeriana
	dissimile
	Universidad del Magdalena, Santa Marta, Colombia
	14727
	This study (amplicons)

	OR899807, AM02
	amblyomma
	Dermiomma
	naponense
	Panama
	14808
	This study (WGS)

	OR899812, AM03
	Amblyomma
	Adenopleura
	parvum
	Quilino, Córdoba, Argentina
	14611
	This study (WGS)

	OR899811, AM04NEU
	Amblyomma
	Anastosiella
	neumanni
	Dean Funes, Córdoba, Argentina
	14865
	This study (WGS)

	OR899806, AM06
	Amblyomma
	
	boeroi
	Rivadavia Banda Sur, Salta, Argentina
	14678
	This study (WGS)

	OR899810, AM07
	Amblyomma
	Anastosiella
	parvitarsum
	San Antonio de los Cobres, Salta, Argentina
	14875
	This study (WGS)

	OR899805, AM08
	Amblyomma
	Walkeriana
	argentinae
	Colonia Dora, Santiago del Estero, Argentina
	14716
	This study (WGS)

	OR899808, AM09
	Amblyomma
	Dermiomma
	dubitatum
	Romang, Santa Fe, Argentina
	14750
	This study (WGS)

	OR350526, AN26
	Amblyomma
	Cernyomma
	nitidum
	Okinawa, Japan
	14757
	This study (WGS)

	OR416214, AU071-B5296
	Amblyomma
	Cernyomma
	breviscutatum
	Innisfail, Queensland, Australia
	14762
	This study (WGS)

	OR350527, B5475a
	Amblyomma
	Cernyomma
	postoculatum
	Hall Creek, Western Australia, Australia
	14751
	This study (WGS)

	OR350524, B5607
	Amblyomma
	Cernyomma
	albolimbatum
	Middleback Range, South Australia, Australia
	14834
	This study (WGS)

	OR416215, B6548
	Amblyomma
	Cernyomma
	limbatum
	Maude, South Australia, Australia
	14823
	This study (WGS)

	OP901707
	Amblyomma
	Amblyomma
	cajennense
	Mato Grosso, Brazil
	14774
	[1]

	OP901706
	Amblyomma
	Amblyomma
	sculptum
	Formosa, Argentina
	14784
	[1]

	OP901704
	Amblyomma
	Amblyomma
	patinoi
	Villeta, Colombia
	14779
	[1]

	OP901702
	Amblyomma
	Amblyomma
	mixtum
	Santa Marta, Colombia
	14815
	[1]

	OP901705
	Amblyomma
	Amblyomma
	tonelliae
	Parque Nacional Copo, Santiago del Estero, Argentina
	14731
	[1]

	OL741734
	Amblyomma
	Aponomma
	gervaisi 
	Imported to Japan from Sri Lanka
	14709
	[2]

	OL741735
	Amblyomma
	Aponomma
	latum 
	Imported to Japan from Ghana
	14658
	[2]

	OQ842962
	Amblyomma
	Xiphiastor
	sparsum
	Southwest Senegal
	14679
	[3]

	OL741736
	Amblyomma
	Xiphiastor
	nuttalli
	Imported to Japan from Zambia
	14681
	[2]

	KY457515
	Amblyomma
	Xiphiastor
	marmoreum
	Irene, South Africa
	14676
	[4]

	KY457513
	Amblyomma
	Xiphiastor
	hebraeum
	Soutpan, South Africa
	14654
	[4]

	KY457522
	Amblyomma
	Xiphiastor
	tholloni
	Kruger National Park, South Africa
	14640
	[4]

	MK814531
	Amblyomma
	Cernyomma
	geoemydae
	Nanning City, Guangxi Province, China
	14780
	[5]

	MT029329
	Amblyomma
	Xiphiastor
	testudinarium
	Nanning City, Guangxi Province, China
	14760
	[6]

	MW719251
	Amblyomma
	Anastosiella
	maculatum
	Oklahoma State University Tick Rearing Facility, USA
	14803
	[7]

	NC_005963
	Amblyomma
	Cernyomma
	triguttatum
	No provides
	14740
	[8]

	NC_017759
	Amblyomma
	Aponomma
	fimbriatum
	Lizard Island, Australia
	14705
	[9]

	NC_027609
	Amblyomma
	Amblyomma
	americanum
	Panola Mountain State Park near Atlanta, Georgia, USA
	14709
	[10]

	NC_043872
	Amblyomma
	Adenopleura
	javanense
	No provides
	14780
	[11]

	NC_050255
	Amblyomma
	Anastosiella
	ovale 
	Reserva El Bagual, Formosa Province, Argentina
	14760
	[12]

	SRR4301110
	Amblyomma
	Anastosiella
	aureolatum*
	Atibaia strain, Sao Paulo, Brazil
	partial
	[13] (RNA-seq)

	SRR8074777
	Amblyomma
	Cernyomma
	aff. moreliae*
	Sydney, Australia
	partial
	[14] (RNA-seq)

	NC_042764
	Dermacentor
	
	everestianus
	North Lhasa City, Tibet Autonomous Region, China
	15191
	[15]

	NC_023349
	Dermacentor
	
	nitens
	Campo Grande, Brazil
	14839
	[16]

	NC_026552
	Dermacentor
	
	silvarum
	Wanda mountain, Heilongjiang, China
	14945
	[17]

	MF101817
	Hyalomma
	
	asiaticum asiaticum
	Qitai County, Xinjiang Uygur Autonomous Region, China
	14720
	[18]

	MW884229
	Hyalomma
	
	rufipes
	China
	14761
	[19]

	NC_023350
	Rhipicephalus
	
	geigyi
	Burkina Faso
	14948
	[16]

	NC_023335
	Rhipicephalus
	
	microplus
	Mato Grosso do Sul, Brazil
	14905
	[16]

	NC_002074
	Rhipicephalus
	
	sanguineus
	No provides
	14710
	[20]

	NC_039828
	Rhipicentor
	
	nuttalli
	No provides
	14779
	Mans et al. [Unpublished]

	NC_041076
	Haemaphysalis
	
	bancrofti
	Australia
	14673
	Burnard et al., [Unpublished]

	NC_020334
	Haemaphysalis
	
	formosensis
	Kabutoyama, Nishinomiya, Hyogo, Japan
	14676
	[21]

	NC_039765
	Haemaphysalis
	
	hystricis
	Qiliping Town, Hong’an County, Hubei Province, China
	14716
	[22]

	NC_037246
	Haemaphysalis
	
	japonica
	Fangshan district, Beijing, China
	14685
	[23]

	NC_020335
	Haemaphysalis
	
	inermis
	Western Romania
	14846
	[21]

	NC_017756
	Bothriocroton
	
	concolor
	Kangaroo Island, SA, Australia
	14809
	[9]

	NC_017757
	Bothriocroton
	
	undatum
	Fraser Island, QLD, Australia
	14769
	[9]

	NC_017745
	Archaeocroton
	
	sphenodonti
	Stephens Island, New Zealand
	14772
	[9]

	NC_017758
	Robertsicus
	
	elaphensis
	Texas, USA
	14627
	[9]

	NC_002010
	Ixodes
	
	hexagonus
	No provides
	14539
	[24]

	NC_018369
	Ixodes
	
	ricinus
	Monte Bollettone, Italy
	14566
	[25]

	NC_041086
	Ixodes
	 
	tasmani  
	Australia
	15227
	[26]
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