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	[bookmark: _Hlk137055810]Species
	Accession
	Length
	A+T%
	References

	Ingroup
	
	
	
	

	[bookmark: OLE_LINK57]Rhabditida 
	
	
	
	

	Tylenchina
	
	
	
	

	[bookmark: OLE_LINK41]Steinernematoidea 
	
	
	
	

	Steinernematidae 
	
	
	
	

	[bookmark: OLE_LINK4][bookmark: _Hlk153527463]Steinernema carpocapsae
	NC_005941
	13925
	76.3
	[1]

	[bookmark: OLE_LINK32]Aphelenchoidoidea 
	
	
	
	

	Aphelenchoididae 
	
	
	
	

	[bookmark: OLE_LINK73][bookmark: OLE_LINK96]Aphelenchoides besseyi
	NC_025291
	16216
	80.0
	[2]

	[bookmark: OLE_LINK6][bookmark: OLE_LINK97]Bursaphelenchus xylophilus
	[bookmark: OLE_LINK109]NC_023208
	14778
	83.8
	[3]

	Bursaphelenchus mucronatus
	NC_021120
	14583
	85.3
	[4]

	[bookmark: OLE_LINK42]Strongyloidoidea
	
	
	
	

	[bookmark: OLE_LINK48]Strongyloididae 
	
	
	
	

	Strongyloides vituli
	[bookmark: OLE_LINK68]NC_066507
	14624
	71.5
	[5]

	Strongyloides cebus
	[bookmark: OLE_LINK81]NC_066659
	16948
	77.8
	[5]

	Cephaloboidea
	
	
	
	

	[bookmark: OLE_LINK22]Cephalobidae
	
	
	
	

	[bookmark: OLE_LINK40][bookmark: _Hlk153527655]Acrobeles complexus
	[bookmark: OLE_LINK65]KM192361
	14780
	63.8
	[6]

	[bookmark: OLE_LINK103]Tylenchoidea
	
	
	
	

	Meloidogynidae 
	
	
	
	

	[bookmark: OLE_LINK106]Meloidogyne graminicola
	NC_056772
	19589
	83.5
	[7]

	Meloidogyne javanica
	NC_026556
	182391
	83.4
	[8]

	Heteroderidae 
	
	
	
	

	[bookmark: OLE_LINK107]Heterodera glycines
	HM640930
	14915
	82.7
	[9]

	[bookmark: OLE_LINK108]Globodera ellingtonae
	KU726972
	14365
	67.5
	[10]

	[bookmark: OLE_LINK113]Pratylenchidae
	
	
	
	

	[bookmark: OLE_LINK111][bookmark: OLE_LINK54]Pratylenchus vulnus
	[bookmark: OLE_LINK112]GQ332425
	21656
	73.8
	[3]

	Rhabditina 
	
	
	
	

	[bookmark: OLE_LINK5]Rhabditoidea 
	
	
	
	

	Mesorhabditidae 
	
	
	
	

	[bookmark: OLE_LINK33][bookmark: _Hlk153528134]Cruznema tripartitum
	[bookmark: OLE_LINK51]NC_072121
	14067
	78.7
	[11]

	[bookmark: OLE_LINK1]Rhabditidae 
	
	
	
	

	Caenorhabditis tropicalis
	[bookmark: OLE_LINK63]NC_025756
	13874
	75.7
	[12]

	Caenorhabditis elegans
	[bookmark: OLE_LINK56]NC_001328
	13794
	76.2
	[13]

	Rhabdiasidae 
	
	
	
	

	Rhabdias kafunata
	[bookmark: OLE_LINK171]OR725305
	15437
	75.8
	Present study

	Rhabdias bufonis
	[bookmark: _Hlk150862349]OR725306
	15128
	76.7
	Present study

	Diplogastridae 
	
	
	
	

	[bookmark: OLE_LINK74][bookmark: OLE_LINK94][bookmark: _Hlk153528147]Allodiplogaster sudhausi
	[bookmark: OLE_LINK75]NC_029233
	16005
	77.5
	[14]

	[bookmark: OLE_LINK95][bookmark: OLE_LINK105]Pristionchus pacificus
	[bookmark: OLE_LINK83]NC_015245
	15954
	76.2
	[15]

	Metastrongyloidea 
	
	
	
	

	Metastrongylidae 
	
	
	
	

	[bookmark: OLE_LINK38]Metastrongylus salmi
	NC_013815
	13778
	74.0
	[16]

	Metastrongylus pudendotectus
	NC_013813
	13793
	77.5
	[16]

	[bookmark: OLE_LINK31][bookmark: _Hlk153529246]Dictyocaulus viviparus
	NC_019810
	13310
	76.4
	[17]

	[bookmark: _Hlk153528683]Dictyocaulus eckerti
	NC_019809
	13300
	76.3
	[17]

	[bookmark: OLE_LINK11]Aelurostrongylus abstrusus
	NC_019571
	13913
	71.9
	[18]

	[bookmark: OLE_LINK15]Protostrongylus rufescens
	NC_023262
	13619
	74.6
	[19]

	Varestrongylus eleguneniensis
	NC_068834
	13625
	75.9
	[20]

	Filaroididae 
	
	
	
	

	[bookmark: OLE_LINK12][bookmark: OLE_LINK27]Parafilaroides normani
	[bookmark: OLE_LINK98]NC_024656
	13414
	72.2
	[21]

	Trichostrongyloidea 
	
	
	
	

	Trichostrongylidae 
	
	
	
	

	Trichostrongylus axei
	NC_013824
	13653
	76.4
	[16]

	Trichostrongylus vitrinus
	NC_013807
	13800
	79.0
	[16]

	[bookmark: OLE_LINK30][bookmark: OLE_LINK25]Cooperia oncophora
	NC_004806
	13636
	77.4
	[22]

	[bookmark: OLE_LINK16]Haemonchus contortus
	NC_010383
	14055
	78.1
	[23]

	[bookmark: OLE_LINK34][bookmark: _Hlk153529754]Marshallagia marshalli
	NC_036409
	13891
	76.2
	[24]

	[bookmark: OLE_LINK35]Mecistocirrus digitatus
	NC_013848
	15221
	79.7
	[16]

	[bookmark: OLE_LINK36]Teladorsagia circumcincta
	NC_013827
	14066
	77.1
	[16]

	Molineidae 
	
	
	
	

	[bookmark: OLE_LINK14][bookmark: OLE_LINK23]Nematodirus oiratianus
	NC_024639
	13765
	76.1
	[25]

	Nematodirus spathiger
	NC_024638
	13519
	75.0
	[25]

	[bookmark: _Hlk146808879]Heligmonellidae 
	
	
	
	

	[bookmark: OLE_LINK37][bookmark: OLE_LINK28]Nippostrongylus brasiliensis
	NC_033886
	13355
	76.4
	[26]

	Strongyloidea 
	
	
	
	

	Ancylostomatidae 
	
	
	
	

	[bookmark: _Hlk153529942]Necator americanus
	NC_003416
	13605
	76.6
	[27]

	[bookmark: OLE_LINK8]Ancylostoma tubaeforme
	[bookmark: OLE_LINK84]NC_034289
	13730
	77.8
	[28]

	Ancylostoma caninum
	[bookmark: OLE_LINK85]NC_012309
	13717
	77.5
	[29]

	Uncinaria sanguinis
	[bookmark: OLE_LINK89]NC_025267
	13753
	78.9
	[30]

	[bookmark: OLE_LINK9]Bunostomum phlebotomum
	NC_012308
	13790
	77.1
	[29]

	Syngamidae
	
	
	
	

	[bookmark: OLE_LINK24][bookmark: OLE_LINK29]Syngamus trachea
	NC_013821
	14647
	73.8
	[16]

	[bookmark: OLE_LINK20]Strongylidae 
	
	
	
	

	[bookmark: _Hlk146808977]Strongylus vulgaris
	NC_013818
	14301
	76.6
	[16]

	Coronocyclus labratus
	NC_061656
	13856
	76.9
	[31]

	[bookmark: _Hlk153530139]Chabertia erschowi
	NC_023782
	13705
	74.4
	[32]

	Chabertia ovina
	NC_013831
	13682
	76.3
	[16]

	Hypodontus macropi
	NC_023098
	13634
	73.3
	[33]

	Macropicola ocydromi
	NC_023099
	13659
	75.8
	[33]

	Macropostrongyloides dissimilis
	MW309879
	13691
	76.3
	[34]

	Macropostrongyloides woodi
	MW309878
	13847
	77.2
	[34]

	Paramacropostrongylus typicus
	OK111107
	13723
	76.8
	[35]

	Paramacropostrongylus iugalis
	OK111106
	13713
	76.8
	[35]

	Phascolostrongylus turleyi
	OK111104
	13905
	75.6
	[35]

	Torquenema toraliforme
	OK111108
	13764
	77.0
	[35]

	Oesophagostomoides stirtoni
	OK111103
	13843
	76.3
	[35]

	Oesophagostomoides longispicularis
	OK111102
	13719
	75.3
	[35]

	[bookmark: OLE_LINK19][bookmark: OLE_LINK49]Stephanurus dentatus
	MW970029
	13735
	71.6
	[36]

	Outgroup
	
	
	
	

	Toxocara cati
	NC_010773
	14029
	69.9
	[37]
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