
Additional File 12: Table S8. Statistical analysis of differentially abundant genus in LB vs AB (A), AB vs AC (B) and LB vs LC (C).  

A) LB vs LC 

Kingdom Phylum Class Order Family Genus lfc se W p_value q_value 

Bacteria Proteobac

teria 

Gammaproteob

acteria 

Pseudomona

dales 

Moraxellace

ae 

Acinetoba

cter 

3.206 0.646 4.962 0.000 0.000 

Bacteria Proteobac

teria 

Gammaproteob

acteria 

Enterobacter

ales 

Enterobacteri

aceae 

Enterobac

ter 

4.322 0.755 5.722 0.000 0.000 

Bacteria Proteobac

teria 

Gammaproteob

acteria 

Burkholderi

ales 

Comamonad

aceae 

Delftia 2.661 0.615 4.326 0.002 0.012 

Bacteria Firmicute

s 

Bacilli Bacillales Bacillaceae Bacillus 6.112 0.694 8.802 0.000 0.000 

Bacteria Proteobac

teria 

Alphaproteoba

cteria 

Rhizobiales Beijerinckiac

eae 

Bosea 2.484 0.663 3.747 0.002 0.011 

Bacteria Bacteroid

ota 

Bacteroidia Cytophagale

s 

Cytophagace

ae 

Siphonob

acter 

2.746 0.584 4.699 0.001 0.007 

 

B) AB vs AC 

Kingdo

m 

Phylum Class Order Family Genus lfc se W p_value q_value 

Bacteria Proteobacte

ria 

Alphaproteobacte

ria 

Rhizobiales Rhizobiaceae Allorhizobium-

Neorhizobium-

Pararhizobium-Rhizobium 

-2.025 0.593 -3.413 0.002 0.011 

Bacteria Proteobacte

ria 

Gammaproteobac

teria 

Enterobacter

ales 

Enterobacteriac

eae 

Enterobacter -2.519 0.677 -3.723 0.001 0.003 

 

C) LB vs AB 

Kingdo

m 

Phylum Class Order Family Genus lfc se W p_value q_value 

Bacteria Unknown Unknown Unknown Unknown Unknown -2.153 0.544 -3.955 0.000 0.001 

Bacteria Proteoba

cteria 

Alphaproteo

bacteria 

Rhizobial

es 

Rhizobiace

ae 

Allorhizobium-Neorhizobium-

Pararhizobium-Rhizobium 

2.388 0.625 3.821 0.001 0.004 

Bacteria Firmicute

s 

Bacilli Bacillales Bacillaceae Geobacillus -1.887 0.702 -2.686 0.009 0.045 

Bacteria Actinoba

cteriota 

Actinobacter

ia 

Micrococc

ales 

Microbacte

riaceae 

Microbacterium 6.926 0.651 10.632 0.000 0.000 



Bacteria Proteoba

cteria 

Gammaprote

obacteria 

Enterobac

terales 

Enterobact

eriaceae 

Escherichia-Shigella -1.650 0.523 -3.155 0.003 0.010 

Bacteria Proteoba

cteria 

Gammaprote

obacteria 

Enterobac

terales 

Enterobact

eriaceae 

Enterobacter 3.746 0.807 4.641 0.000 0.000 

Bacteria Actinoba

cteriota 

Actinobacter

ia 

Coryneba

cteriales 

Corynebact

eriaceae 

Corynebacterium -1.820 0.603 -3.018 0.005 0.037 

Bacteria Proteoba

cteria 

Alphaproteo

bacteria 

Rickettsial

es 

Anaplasma

taceae 

Wolbachia -6.216 0.694 -8.962 0.000 0.000 

Bacteria Firmicute

s 

Bacilli Bacillales Bacillaceae Bacillus 4.223 0.757 5.575 0.000 0.000 

Bacteria Proteoba

cteria 

Alphaproteo

bacteria 

Rhizobial

es 

Beijerincki

aceae 

Bosea 2.847 0.711 4.004 0.001 0.006 

 

D) LC vs AC 

Kingdom Phylum Class Order Family Genus lfc se W p_value q_value 

Bacteria Firmicutes Bacilli Staphylococ

cales 

Staphylococc

aceae 

Staphyloco

ccus 

-1.891 0.444 -4.256 0.000 0.001 

Bacteria Unknown Unknown Unknown Unknown Unknown -3.170 0.505 -6.281 0.000 0.000 

Bacteria Proteobact

eria 

Gammaproteo

bacteria 

Pseudomona

dales 

Moraxellacea

e 

Acinetobact

er 

-3.896 0.607 -6.413 0.000 0.000 

Bacteria Firmicutes Bacilli Bacillales Bacillaceae Geobacillus -3.118 0.503 -6.202 0.000 0.000 

Bacteria Firmicutes Bacilli Brevibacillal

es 

Brevibacillac

eae 

Brevibacill

us 

-2.050 0.659 -3.112 0.003 0.023 

Bacteria Proteobact

eria 

Gammaproteo

bacteria 

Burkholderia

les 

Comamonada

ceae 

Aquabacteri

um 

-1.380 0.463 -2.980 0.004 0.025 

Bacteria Actinobact

eriota 

Actinobacteria Micrococcal

es 

Microbacteria

ceae 

Microbacter

ium 

7.976 0.544 14.653 0.000 0.000 

Bacteria Proteobact

eria 

Gammaproteo

bacteria 

Enterobacter

ales 

Enterobacteri

aceae 

Escherichia

-Shigella 

-2.286 0.461 -4.958 0.000 0.000 

Bacteria Proteobact

eria 

Gammaproteo

bacteria 

Enterobacter

ales 

Enterobacteri

aceae 

Enterobacte

r 

-3.246 0.682 -4.760 0.000 0.000 

Bacteria Actinobact

eriota 

Actinobacteria Propionibact

eriales 

Propionibacte

riaceae 

Cutibacteri

um 

-1.527 0.515 -2.966 0.005 0.027 

Bacteria Proteobact

eria 

Gammaproteo

bacteria 

Pseudomona

dales 

Pseudomonad

aceae 

Pseudomon

as 

-2.212 0.593 -3.733 0.001 0.006 

Bacteria Proteobact

eria 

Alphaproteoba

cteria 

Rickettsiales Anaplasmatac

eae 

Wolbachia -5.187 0.709 -7.314 0.000 0.000 



Bacteria Proteobact

eria 

Alphaproteoba

cteria 

Sphingomon

adales 

Sphingomona

daceae 

Sphingomo

nas 

-2.567 0.563 -4.558 0.000 0.000 

Bacteria Firmicutes Bacilli Bacillales Bacillaceae Bacillus -2.858 0.560 -5.105 0.000 0.000 

Bacteria Bacteroido

ta 

Bacteroidia Cytophagale

s 

Cytophagacea

e 

Siphonobac

ter 

-3.166 0.616 -5.135 0.001 0.004 

 

 

Only the genera that are differentially abundant (q< 0.05) and passed sensitivity analysis (passed_ss = TRUE) are reported. 

 


