Table S4. Population groups identified by spatial analysis of molecular variance (SAMOVA) algorithm 
	K
	Population grouping
	FST
	FSC
	FCT

	k = 2
	[bookmark: _Hlk109220890][bookmark: _Hlk109221118][CMB, WKH, VN, LA, WTH] [WAFGM, WAFGH]	
	0.31791***
	0.11916***
	0.22564ns

	k = 3
	[CMB, WTH] [WAFGM, WAFGH] [WKH, VN, LA]	
	0.24472***
	0.03186*
	0.21987**

	k = 4
	[CMB] [WAFGM, WAFGH] [WKH, VN, LA] [WTH]	
	0.22907***
	-0.00851ns
	0.23558**

	k = 5
	[CMB] [WKH, VN, LA] [WAFGM, WTH] [WAFGM] [WAFGH]
	0.22629***
	-0.02405ns
	0.24446*

	k = 6
	[WAFGM] [WAFGH] [WKH, VN] [LA] [WTH] [CMB]
	0.21206***
	-0.02944ns
	0.23459*



