


Additional File 1: Table S1: Summary of all sequences of trematodes used for 28S and ITS phylogenetic analyses. Novel sequences generated in this study are highlighted in bold. Life cycle stage: A adult, C cercaria, MC metacercaria.
	Taxon
	Life cycle stage
	Host
	Country
	GenBank Accession No.
	Reference

	
	
	
	
	28S
	ITS1-5.8S-ITS2
	

	Superfamily Plagiorchioidea, Lühe 1901

	Family Auridistomidae

	Auridistomum chelydrae
	A
	Chelydra serpentine
	USA
	AY116872
	–
	[1]

	Family Brachycoeliidae

	Brachycoelium salamandrae
	A
	Salamandra salamandra
	Ukraine
	AF151935
	–
	[2]

	Family Cephalogonimidae

	Cephalogonimus americanus
	A
	[bookmark: _Hlk187236486]Ambystoma velasci
	Mexico
	HM137615
	–
	[3]

	Cephalogonimus retusus
	A
	[bookmark: _Hlk187236421]Pelophylax ridibundus
	Bulgaria
	AY222276
	–
	[1]

	Cephalogonimus sp.
	C
	Ampullaceana balthica
	Germany
	PV248747-52
	PV252992-94
	This study

	Family Choanocotylidae 

	Choanocotyle hobbsi
	A
	Chelodina oblonga
	Australia
	EU196356
	[4]

	Choanocotyle nematoides
	A
	Emydura kreftii
	Australia
	EU196358
	–
	[4]

	Choanocotyle platti
	A
	Chelodina rugosa
	Australia
	–
	EU196355
	[4]

	Family Dolichoperoididae

	Dolichoperoides macalpini
	A
	Notechis scutatus
	Australia
	OK572363
	–
	[5]

	
	A
	Notechis scutatus
	Australia
	–
	OM568839
	[5]

	Family Glypthelminthidae

	Glypthelmins facioi
	A
	Rana sp.
	Costa Rica
	AY875675
	–
	[6]

	Glypthelmins pennsylvaniensis
	A
	Pseudacris crucifer crucifer
	USA
	HM137608
	–
	[3]

	Glypthelmins quieta
	A
	Rana catesbeiana
	USA
	AY222278
	–
	[1]

	Family Haematoloechidae

	Hameatoloechus asper
	A
	Rana arvalis
	Ukraine
	AF151934
	–
	[2]

	Haematoloechus breviplexus
	A
	Rana catesbeiana
	USA
	–
	AF387796
	[7]

	Haematoloechus complexus
	A
	Rana blairi
	USA
	–
	AF316155
	[7]

	Haematoloechus longiplexus
	A
	Rana catesbeiana
	USA
	AY222280
	–
	[1]

	Haematoloechus variegatus
	A
	Rana arvalis
	Ukraine
	AF151916
	–
	[8]

	Family Leptophallidae

	Leptophallus nigrovenosus
	A
	Natrix natrix
	Ukraine
	AF151914
	–
	[8]

	Family Macroderoididae

	Macroderoides texanus
	A
	Atractosteus spatula
	USA
	EU850398
	[9]

	Macroderoides trilobatus
	A
	Lepisosteus platyrhincus
	USA
	–
	EU850406
	[9]

	Perezitrema bychowskyi
	A
	Atractosteus tropicus
	Mexico
	KU535686
	–
	[10]

	Family Mesocoeliidae

	Mesocoelium brevicaecum
	A
	Bufo japonicus formosus
	Japan
	LC770434
	–
	[11]

	Mesocoelium japonicum
	A
	Pareas atayal
	Japan
	LC770436
	–
	[11]

	Family Omphalometridae

	Omphalometra flexuosa
	C
	Planorbis planorbis
	Poland
	AF300333
	–
	[12]

	Family Orientocreadiidae

	Orientocreadium batrachoides
	A
	Clarias gariepinus
	Mozambique
	MK496882
	–
	[13]

	Orientocreadium pseudobagri
	A
	Perccottus glenii
	Russia
	MF611697
	–
	[14]

	Family Plagiorchiidae

	Aptorchis aequalis
	A
	Emydura krefftii
	Australia
	EF014729
	–
	[15]

	
	A
	Emydura krefftii
	Australia
	–
	EU334369
	[16]

	Aptorchis megacetabulus
	A
	Chelodina rugosa
	Australia
	–
	EF014730
	[15]

	Aptorchis megapharynx
	A
	Chelodina longicollis
	Australia
	EF014727
	–
	[15]

	Lecithopyge rastellus
	A
	Bombina variegata
	Ukraine
	AF151932
	–
	[2]

	Lecithopyge sp.
	C
	Ampullaceana balthica
	Germany
	PV248741-46
	PV252985-91
	This study

	Haplometra cylindracea
	A
	Rana arvalis
	Ukraine
	AF151933
	–
	[2]

	Plagiorchis elegans
	A
	Apodemus sylvaticus
	UK
	–
	JX522536
	[17]

	Plagiorchis koreanus
	A
	Pipistrellus pipistrellus
	England
	–
	JF784194
	[18]

	Plagiorchis maculosus
	A
	Fringilla coelebs
	Ukraine
	–
	AF316152
	[7]

	Plagiorchis muelleri
	C
	Ampullaceana balthica
	Ireland
	MW528603
	–
	[19]

	
	A
	Eptesicus serotinus
	Ukraine
	–
	AF151947
	[20]

	Plagiorchis vespertilionis
	MC
	Myotis daubentoni
	Ukraine
	AF151931
	–
	[2]

	
	A
	Myotis daubentoni
	Ukraine
	–
	AF151949
	[20]

	Family Reniferidae

	Renifer aniarum
	A
	Nerodia rhombifer
	USA
	HQ665459
	–
	[21]

	Renifer kansensis
	A
	Elaphe quadrivirgata
	Japan
	LC823737
	–
	[22]

	Family Telorchiidae

	Dolichosaccus symmetrus
	A
	–
	Australia
	–
	L01631
	[23]

	Dolichosaccus sp.
	A
	–
	Australia
	–
	L01630
	[23]

	Opisthioglyphe ranae
	A
	Rana arvalis
	Ukraine
	AF151929
	–
	[2]

	
	C
	Stagnicola palustris
	Germany
	PV248753
	PV252995
	This study

	
	C
	Ampullaceana balthica
	Germany
	PV248754-56
	PV252996-98
	This study

	Telorchis assula
	A
	Natrix natrix
	Ukraine
	AF151915
	–
	[8]

	Telorchis bonnerensis
	A
	Lithobates sylvaticus
	USA
	–
	JF820593
	[24]

	Telorchis corti
	C
	Radix coreana
	South Korea
	ON792562
	–
	[25]

	Superfamily Monorchioidea Odhner, 1911

	Family Lissorchiidae

	Lissorchis kritskyi
	A
	Carpiodes cyprinus
	USA
	AY222250
	–
	[1]

	
	A
	Carpiodes velifer
	Vietnam
	–
	MT928329
	[26]
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