AY598140 P. vivax
AY800110 P. simium
AB444123 P. cynomolgi
AB354573 P. hylobati
KJ569848 P. inui
AB354574 P. fieldi
AB434920 P. simiovale
AB444108 P. knowlesi
AB354575 P. coatneyi
AB444135 P. fragile
AB434918 P. gonderi
AB489194 P. malariae
AB354571 P. ovale

1.0/100

1.0/99

(Plasmodium)

Primates
(Cercopithecidae/Hominidae)

LK023131 P. berghei
CP086283 P. yoelii

(Vinckeia) 1 o/100

1.0/100

1.0/100 AB379665 P. chab:

1.0/100
1.0/100
(Laverania) 1.0/100

1.0/100

1.0/94
GQ355479

AB375765 P. (Paraplasmodium) mexicanum
KY653779 P. (Paraplasmodium) chiricahuae
KX090647 Nycteria gabonensis N .
KX090648 Nycteria heischi I Chiroptera (Rhinolo|
I Squamata (Anolidae)

I Squamata (|

1.0/100 E

Nycteria

1.0/100
EF079654 P. (Lacertamoeba) floridense
KY653753 P. (Sauramoeba) kentropyxi
KY653755 P. (Sauramoeba) carmelinoi
MW491387 P. (Sauramoeba) tropiduri
OR347667 P. homocircumflexum pCOLL4
KY653762 P. circumflexum pTURDUS1

P i PGALLUSO1
OR347671 P. relictum pGRW04
KY653801 P. elongatum pGRW06

KC138226 P, lutzi pTFUS05
1.0/100 KY653792 P. vaughani pSYAT05
KY653813 P. unalis pTFUS06
KY653770 P. homopolare pBAEBIC02
AB250415 P, juxtanucleare pGALLUS02
KY653775 P. ashfordi pGRW02
LC090214 Plasmodium sp.
LC090215 Plasmodium sp.
LC090213 P. bubalis

0.94/96

0.63/--

Passeriformes a.o. birds

1.0/100

I Artiodactyla (Bovidae)

1.0/100
’,g‘ M"ggf:zgg Hasmocys,"f””";:_p' I Squamata (Scincidae/Diplodactylidae)
o PP317156 Haemoproteus catharti \CATAUR01 I Accipitriformes
S 1,000 \—— MT513738 H. payevskyi hRW1
S 1.0100 [N [~ MTS13721 H. belopolskyi nARW?
g 093193 MT513732 H. nucleocondensus hGRWO1
P 1.0100 KY653787 H. lanii hRBA
s KY653799 H. balmorali hROBIN1
s KY653793 H. pastoris ALAMPUR01
& 1.0100 KT698210 H. coatneyi hARBRU02 Passeriformes a.o. bird orders
S KT698209 H. erythrogravidus hZOCAPO1
x KY653752 H. coatneyi hTANIGO1
KY653807 H. tartakovskyi hSISKIN1
0.99/93 10100 OR327004 H. micronuclearis hRBQ11
068 1.01100 KY200985 Haemoproteus sp. hTYTAL6
64 ﬂr_: PP317157 H. syrnii hSTVARO1
KY653811 H. sacharovi hZEMAC7

AB302215 Leucocytozoon (Akiba) caulleryi|lGALLUSO05 | Galliformes
KYB53761 H. columbae hCOLIVO7

KY653756 H. multipigmentatus hZEGALOS

1.0/100

KY653758 H. jenniae hCREFURO1
KY653777 H. iwa hFREMINO1

Haemoproteus

(Haemoproteus) 10100

Haemoproteus nisi (H3) group

=

0.98/94

0Q915111 L. cariamae ICARCRIO1
FJ168563 L. majoris IZOLEU02

FJ168564 L. cf. fringillinarum ICB1

KT162003 Leucocytozoon sp. ITFUS12
OR347659 Leucocytozoon sp. ICOCOR09

1.0/97

1.0/100

HQ712051 P. atheruri
AB599931 P. vinckei

KY653795 L. dubreuili ITUMERO9

1.0/100 HQ712085 Plasmodium sp. -
1.0/100 |—|——JN131536 Plasmodium sp. I Prlmatgs
1 HQ712054 jum sp. (Lemuridae)
1.0/100 KY653782 Hepatocystis sp. i
'M|_[ KY653783 HeZalocistis ss. (;Tropteza_ dae)/
1.0/100 LR699572 is sp. ( teropodi ae)
| I Primates

FJ168565 Hepatocystis sp.
(Cercopithecidae)

Rodentia
(Muridae/Hystricidae)

audi

AY282930 P. falciparum
NC002235 P. reichenowi

P billcollinsi Primates (Hominidae)

GQ355470 P. billbrayi
JX893151 P. gaboni

Phrynosomatidae)
phidae/Megadermatidae)

I Squamata (Teiidae/Tropiduridae)

Columbiformes/Suliformes/
Charadriiformes a.o. bird orders

1.0/100 AHO0799_AHO0841 H. nisi hACCNIS06 <
1.0/80 AH0248 H. nisi hCIAEQS emmm
1.0/100 AAH2328 Haemoproteus sp. hACCNIS09 <mmm
AH1660 H. multivacuolatus hBUBT1 <mmm

AAH0167 Haemoproteus sp. hACCNIS07 <
KT162002 Leucocytozoon sp. ITFUS14

Passeriformes
a.o. bird orders

sp. ICOCCOCO1

0.95/55 AH0391 L
KY653781 L. danilewskyi IASOT3
1010002550 MK103894 L. neotropicalis IPIRIEO1 Passeriformes/
0.97/88 : I a— grallariae IGRSQUO1 ;
L Km610046 L. pterotenuis IGRARUFO1 Gralllanformes/
Leuco- L. sabrazesiIGALLUS08 o Galliformes/
AH2344 L sp. IPANHALO1 <= | Accipitriformes
cytozoon L. toddi (L2) group 1.0/100 AH0236 L sp. IBUTBUT03 <
'—EHONS Leucocytozoon sp. ICIAEQ3 <mmm I Accipitriformes
1.0/100 AH2325 Leucocytozoon sp. IACCGENQ7 <
1.0/100 AH0322 Leucocytozoon sp. IACNI0g e
1.0/100 AH0215_AH0216 Leucocytozoon sp. ICIAE11 4mmm
1.0/99 PP317164 L sp. IBUTJAM21
. 1.0100 - PP317161 L sp. BUTJAM20 <o iDitri
0.05 L. toddi (L3) group 1.0/100 L~ AH0822 Leucocytozoon sp. IBUBT3 <mmm Accipitriformes
AH0249 L

1.0/95
1.0/100 [—1

sp.
sp. IACCGEN04 < ICIAE09

AH2297 L

| S
AAH0056 Leucocytozoon sp. ICIAE12 <mmm

Additional File 5 Figure S$1: Phylogenetic relationships between haemosporidian parasite lineages based on the concatenated sequences of the three mitochondrial protein-coding genes
COI (1431 bp), COIIl (753 bp), CytB (1131 bp), and non-protein coding sequences (2169 bp, gaps excluded). Bayesian Inference posterior probabilities and Maximum Likelihood bootstrap
values are indicated at all nodes. Bold black arrows mark the lineages of which the mitochondrial genomes were sequenced for the present study. For haemosporidian parasites of bird
hosts, the name of the MalAvi lineage is included in the label. The main host groups are indicated to the right of the clades, whereby “a.o.” refers to “and other”.



