Table S1. List of primers and probes used for pathogen detection.
	Target pathogen
	Target gene
	Name
	Sequence 5' to 3'
	Final concentration (nM)
	Annealing temp
	Remarks
	Ref

	TBEV
	3'-UTR
	F-TBE 1
	GGGCGGTTCTTGTTCTCC
	25
	60°C
	RT step: 50°C for 30 minutes
	[1]

	
	
	R-TBE 1
	ACACATCACCTCCTTGTCAGACT
	150
	
	
	

	
	
	TBE-Probe-WT
	FAM-TGAGCCACCATCACCCAGACACA-BHQ1
	100
	
	
	

	Borrelia spp.
	16S rRNA
	16SBOR_F
	GGTCAAGACTGACGCTGAGTCA
	400
	60°C
	 
	 [2]

	
	
	16SBOR_R
	GGCGGCACACTTAACACGTTAG
	400
	
	
	

	
	
	16SBOR_P
	FAM-TCTACGCTGTAAACGATGCACACTTGGTG-BHQ1
	200
	
	
	





Table S2. List of primers used for sequencing. 
	Target pathogen
	Target gene
	Direction
	Name
	Sequence 5' to 3'
	Amplicon size
	Final concentration (nM)
	Annealing temp
	Remarks
	Ref

	Borrelia burgdorferi s.l.
	flaB
	F1
	Outer1_BoR
	AARGAATTGGCAGTTCAATC
	~490
	400
	51°C
	Nested PCR
	[3]

	
	
	R1
	Outer2_BoR
	GCATTTTCWATTTTAGCAAGTGATG
	
	400
	
	
	

	
	
	F2
	Inner1_BoR
	ACATATTCAGATGCAGACAGAGGTTCTA
	~360
	400
	53°C
	
	

	
	
	R2
	Inner2_BoR
	GAAGGTGCTGTAGCAGGTGCTGGCTGT
	
	400
	
	
	

	Borrelia miyamotoi
	glpQ
	F1
	Q1
	CACCATTGATCATAGCTCACAG
	599
	400
	55°C
	Nested PCR
	[4]

	
	
	R1
	Q2
	CTGTTGGTGCTTCATTCCAGTC
	
	400
	
	
	

	
	
	F2
	Q3
	GCTAGTGGGTATCTTCCAGAAC
	453
	400
	55°C
	
	

	
	
	R2
	Q4
	CTTGTTGTTTATGCCAGAAGGGT
	
	400
	
	
	





Table S3. GenBank accession numbers of flaB sequences used for Borrelia burgdorferi s.l. genospecies identification. 
	Genospecies
	GenBank Accession number

	Borrelia afzelii
	GQ918147, PQ473548, ON755959

	Borrelia bavariensis
	MN958342, MW963152

	Borrelia bissettii
	KC003469

	Borrelia burgdorferi s.s.
	MW963153, DQ016620, HM345911, MF150046, CP124070

	Borrelia garinii
	ON755926, PQ473578, MF150065

	Borrelia lusitaniae
	MW791417, DQ016623, PQ473601

	Borrelia spielmanii
	MF150076, PV173342

	Borrelia turdi
	MT235241, ON310824

	Borrelia valaisiana
	MW963154, MT358278, DQ650330











Table S4. The tick-infested proportion of migratory birds for those year x season x species combinations for which at least 20 individuals were caught. 

	Species
	Country
	Author
	Moment
	% birds infested
	Theoretical tick activity

	Turdus iliacus	Comment by Dieter Heylen: In full
	
	
	
	
	

	1&2 out of 8
	Belgium
	Current study 
	11.01-11.15 of 2024 
	73 (207/284)
	Low

	
	Belgium
	Current study 
	11.01-11.15 of 2022 
	72.2 (78/108)
	Low

	
	Poland
	[5]
	Spring 1981
	40 (8/20)
	High

	
	Sweden and Denmark
	[6]
	Spring 1991
	38 (15/40)
	High

	
	Sweden
	[7]
	03.17 -05.30, and 07.07 - 11.13 of 2001
	18 (9/51)
	(*)

	
	Sweden and Denmark
	[6]
	Autumn 1991
	6 (23/417)
	Medium

	Turdus pilaris	Comment by Dieter Heylen: In full
	
	
	
	
	

	3 out of 6
	Sweden
	[7]
	03.17 -05.30, and 07.07 - 11.13 of 2001
	13 (3/23)
	(*)

	
	Norway
	[8]
	Spring 2008
	10 (3/29)
	High

	
	Belgium
	Current study
	11.01-11.15 of 2024
	7.1 (4/56)
	Low

	
	Norway
	[8]
	Autumn 2008
	4 (2/48)
	Medium

	
	Sweden and Denmark
	[6]
	Spring 1991
	4 (4/109)
	High

	Note: 
Studies reporting pooled spring and autumn data are indicated separately (*). For T. iliacus and T. pilaris (> 20 individuals each), the data resulting from bird captures in Belgium (November 2022 and 2024) are situated within the top five highest known proportions of the past 55 years. The literature review is based on the updated database on infection prevalence of B. burgdorferi s.l. and tick burdens of hosts provided in [9].  Theoretical host-searching activity (‘low’ to ‘high’) of Ixodes ricinus, the main tick vector in Europe, is based on [7].	Comment by Dieter Heylen: Iticalized












Table S5. Borrelia spp. prevalence in screened ticks collected from the five bird species in Belgium (November 2024) in comparison with estimates from literature data.
	
	% positive larvae
 (ticks screened; number of studies)
	% positive nymphs 
(ticks screened; number of studies)

	Host species
	Literature data
	Current study
	Literature data
	Current study

	Turdus iliacus
	25.9 + 5 (68;7)
	8.6 + 1.8 (243;1)
	24.1 + 2.7 (240;8)
	18.5 + 2.2 (298;1)

	Turdus pilaris
	33.3 + 27.2 (3;1)
	0 + 0 (1;1)
	11.3 + 8.3 (19;3)
	0 + 0 (2;1)

	Turdus merula
	14.5 + 1.1 (770;19)
	16.7 + 15.2 (6;1)
	20.8 + 0.8 (2138;24)
	33.3 + 19.2 (6;1)

	Turdus philomelos
	18.5 + 1.6 (408;14)
	0 + 0 (1;1)
	15.6 + 1.3 (633;16)
	50 + 35.4 (2;1)

	Note: 
Standard errors were calculated based on the binomial distribution assumption for prevalence proportions, and overall estimates were obtained through inverse-variance weighted meta-analysis. The literature review is based on the updated database on infection prevalence of B. burgdorferi s.l. and tick burdens of hosts provided in [9].Studies used: [6, 7, 8, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, 21, 22, 23, 24, 25, 26, 27, 28, 29]



Table S5 summarizes Borrelia spp. prevalence among ticks collected from thrush species. The proportion of positive I. ricinus larvae in this study (8.6%, n = 243) was significantly lower than the mean reported across seven studies (25.9 ± 5.0%; logit = −1.42 ± 0.35; T = −3.99, df = 6, P = 0.0072; total larvae n = 68). In contrast, the proportion of positive I. ricinus nymphs (18.5%) did not differ significantly from previous observations (24.1 ± 2.7%; logit = −0.47 ± 0.21; T = −2.27, df = 7, P = 0.06; total nymphs n = 240).
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Fig. S1. European-mean surface air temperature anomalies relative to 1991-2020 for October and November, each (ERA5 data obtained via the Copernicus Climate Change Service: https://climate.copernicus.eu/surface-air-temperature-maps).
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Fig. S2. Spatial variation in surface air temperature anomalies with reference period 1991-2020 for October and November of the years 2022 and 2024 (maps based on ERA5 data, and analyzed by the Copernicus Climate Change Service: https://climate.copernicus.eu/surface-air-temperature-maps). Dotted lines border the breeding area of the Turdus iliacus population on the Eurasian mainland , which during autumn almost entirely migrates towards the winter grounds in south and south-western Europe [30]. 
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