Table S2. Classes of repeats co-occupied or differentially occupied by CTCF and BORIS.

Repeats enriched for CTCF and BORIS in ChIP-chip at least 4 fold (ChIP-seq ratio to input is shown)

TRF ID Class Type CTCF/IN ratio BORIS/IN ratio
117383069 LINE L2c 305.0 17.0
117181711 LTR MER3 22.0 9.0
117226430 LTR LTR13 281.7 15.3
117530274 LTR LTR12E 148.0 1976.0
117530440 LTR LTR12E 105.3 1395.0
117530489 LTR LTR12E 77.5 1014.0
117530558 LTR LTR12E 97.0 1294.0
117583547 LTR LTR13 554.0 25.0
117736110 LTR MLT2A1 62.0 6.0
116978074 satellite TAR1 386.9 38.2
116978075 satellite TAR1 364.8 61.0
117028136 satellite TAR1 530.7 118.2
117028197 satellite TAR1 306.8 34.7
117059113 satellite TAR1 419.3 1505.0
117059114 satellite TAR1 419.3 1505.0
117091843 satellite SST1 50.5 205.2
117139191 satellite TAR1 511.1 290.1
117139192 satellite TAR1 511.1 290.1
117152426 satellite TAR1 530.7 118.2
117152434 satellite TAR1 420.9 259.0
117152435 satellite TAR1 5429 3314
117287537 satellite TAR1 424.1 96.0
117287538 satellite TAR1 500.9 174.5
117373295 satellite TAR1 127.7 26.5
117373302 satellite TAR1 406.9 136.5
117412055 satellite TAR1 435.7 1541.0
117412056 satellite TAR1 435.7 1541.0
117412206 satellite TAR1 313.8 35.0
117412207 satellite TAR1 324.6 36.1
117457878 satellite TAR1 5231 3133
117618860 satellite TAR1 264.8 27.2
117729434 satellite TAR1 242.3 41.3
117764023 satellite TAR1 335.6 192.8
117764024 satellite TAR1 3759 202.6
117764034 satellite TAR1 211.5 40.4
117764035 satellite TAR1 125.5 19.5
117802978 satellite TAR1 425.4 244.7
117802979 satellite TAR1 506.2 293.4
117802980 satellite TAR1 344.2 202.3
116929700 simple short (CAG)n 292.0 24.8
116929701 simple short (CAG)n 167.0 17.3
116986658 simple short (CAGCG)n 117.0 12.0
117406683 simple short (CTG)n 15.7 5.7
116930440 SIMPLE TR NA 13.3 12.4
117028615 SIMPLE TR NA 181.8 245.2
117028616 SIMPLE TR NA 39.0 18.0
117037259 SIMPLE TR NA 116.0 9.0
117037260 SIMPLE TR NA 108.0 13.0
117082685 SIMPLE TR NA 25.0 56.0
117101237 SIMPLE TR NA 48.0 15.0
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Repeats enriched for CTCF in ChIP-chip at least 4 fold, with no enrichment for BORIS
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(ChIP-seq ratio is shown)

TRF ID
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117228333
117061439
117325607
117469204
117229411
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117765410
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Alujr
AluSc
AluSc8
AluSg
AluSg
AluSq
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AluSx3
AluSz
AluSz
AluSz
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60.0
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12.0
110.9
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121.1
50.0
98.0
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36.0
304.9
303.1
321.7
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CTCF/BORIS ratio
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5.0
4.8
4.9
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Repeats enriched for BORIS in ChIP-chip at least 4 fold, with no enrichment for CTCF
(ChIP-seq ratio is shown)

TRF ID Class Type BORIS/CTCF ratio
117100136 Other SVA A 2.4

117630598 Other SVA_B 2.9

117691562 Other SVA_D 12.4

117077974 Other SVA_D 2.7

117711345 Other SVAD 2.7

117254541 Other SVA D 1.8

117422627 Other SVA_E 11.6

117329211 Other SVA_E 2.4

117633823 Other SVA_F 11.1

117105907 Other SVA_F 1.8



