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Supplemental Figure 3.  Age-related di�erentially expressed genes are positively associated with gene 
body methylation in the Liver A) Genes downregulated with aging have lower gene body methylation 
at young age (blue regression line) compared to genes upregulated with aging in the liver. This 
relationship is maintained with aging (red regression line). Curve corresponds to the polynomial 
regression curve across signi�cant (red and blue) and non-signi�cant (black) di�erentially expressed 
genes.  B) Box plot of whole gene methylation grouped by genes upregulated, non-di�erentially 
expressed, and downregulated genes in the liver. * p< 0.001 (Kruskal-Wallis Test).


