Table S4. dCypher Screen Reader Domain Concentrations
	Protein
	Phase A Optimal Range
	Phase B Probing Conc.

	CHD4 (PPCC)
	0.45 – 10 nM
	0.65 nM

	CHD5 (PPCC)
	1 – 35 nM
	5.2 nM

	MLL5
	0.015 – 0.05 nM
	0.02 nM

	DPF2 (PPC2W2)
	0.05 – 1 nM
	0.1 nM

	KDM7A
	0.05 – 1 nM
	0.15 nM

	DIDO1
	0.015 – 0.5 nM
	0.1 nM

	PHRF1 (RP)
	5 – 30 nM
	15 nM

	TRIM66 (PB)
	0.5 – 10 nM
	7 nM
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