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Supplementary Figure S1-3




Supplementary Figure S1
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[bookmark: _Hlk216675001]Supplementary Figure S1. Live cell images of control and osteogenic-induced SMSCs isolated from GS and GL pigs at day 0, 7, 14 and 21 (Scale bar: 100μm).





Supplementary Figure S2
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[bookmark: _Hlk216675017][bookmark: _Hlk223247025]Supplementary Figure S2. Homer de novo motif enrichment analysis of open and closed DARs identified between GS and GL at each time point after osteogenic induction.


Supplementary Figure S3
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[bookmark: _Hlk216675126]Supplementary Figure S3. Scatter plots showing the overall relationship between DEGs and DARs in the comparisons of breeds according to their log2 fold change. Concordant changes in expression and accessibility are shown in blue and red, whereas discordant changes are shown in purple and orange.
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RNA-seq log2 Fold Change

GS_Ost_D7 Vs GL_Ost_D7
Pearson correlation: 0.905 (p-value: 1.41e-06 )
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GS_Ost_D14 Vs GL_Ost_D14
Pearson correlation: 0.624 (p-value: 0.261 )
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GS_Ost_D21Vs GL_Ost_D21
Pearson correlation: 0.942 (p-value: 0.00492 )
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