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Supplementary Table 1: Triglyceride (TAG) species in blood plasma from individuals with lipodystrophy (LD) or the control group. Each TAG species is identified by the number of carbons (first) and double bonds (second). Fold-change indicates a relative increase in the LD group. P-value calculated for a Student’s T-test comparing the two groups. Bonferoni corrected pi = 0.0018

	TAG species
	m/z
	Rt
	HRMS2 fragmentation
	MSI identification level [25]
	Fold-change
	p-value

	46:0 (M+NH4+)
	796.739
	42.1
	523.473(100); 525.477(2); 551.504(47); 579.53(5)
	2
	3.13
	0.0000001

	46:1 (M+NH4+)
	794.723
	40.4
	493.426 (24); 495.440(12); 519.441(24); 521.456(100); 533.456(6); 535.472(21); 549.488(38)
	2
	2.55
	0.00001

	46:2 (M+NH4+)
	792.707
	38.6
	493.426 (24); 495.440(12); 519.441(24); 521.456(100); 533.456(6); 535.472(21); 549.488(38)
	2
	2.04
	0.0019

	48:0 (M+NH4+)
	824.771
	43.6
	523.471(9); 537.489(5); 551.502(100), 565.519(5); 579.535(7)
	2
	2.89
	0.0000008

	48:1 (M+NH4+)
	822.758
	42.1
	523.471(42), 549.487(100), 551,502(29), 577.519(27)
	2
	1.96
	0.000002

	48:2 (M+NH4+)
	820.739
	40.4
	521.456(20); 547.472(62); 549.487(100); 575.503(5); 577.516(7)
	2
	1.47
	0.002

	48:3 (M+NH4+)
	818.724
	38.7
	519.441(43); 521.457(100); 523.473(21); 545.457(43); 547.473(61); 549.488(8); 573.488(54); 575.504(28); 577.519(5); 601.52(40); 603.531(2)
	2
	1.42
	0.036

	50:0 (M+NH4+)
	852.802
	45.0
	495.443(1); 523.473(3); 537.488(2); 551.503(61); 565.519(15); 579.535(100)
	2
	0.8
	0.002

	50:1 (M+NH4+)
	850.786
	43.6
	549.486(4); 551.501(66); 552.504(11); 577.517(100); 579.532(2); 605.548(2)
	2
	1.57
	0.00003

	50:2 (M+NH4+)
	848.769
	42.0
	547.471(1); 549.485(100); 551.501(8); 563.501(0); 575.501(65); 577.516(42); 579.53(0); 603.532(25)
	2
	1.19
	0.009

	50:3 (M+NH4+)
	846.754
	40.4
	547.47(77); 549.485(100); 549.56(0); 549.578(0); 561.486(0); 563.504(0); 573.485(60); 575.501(81); 577.516(2); 601.516(62); 603.532(4)
	2
	1.014
	0.85

	50:4 (M+NH4+)
	844.739
	39.1
	545.455(15); 546.034(0); 547.47(100); 549.485(18); 571.47(7); 573.486(34); 575.502(3); 597.271(0); 599.501(75); 601.517(6)
	2
	1
	0.97

	52:2 (M+NH4+)
	876.801
	43.6
	575.502(9); 577.517(100); 579.532(10); 603.532(64); 605.548(2)
	2
	1.013
	0.786

	52:3 (M+NH4+)
	874.785
	42.3
	549.485(1); 573.486(1); 575.502(100); 577.517(72); 601.518(88); 603.533(20)
	2
	0.85
	0.000281

	52:4 (M+NH4+)
	872.769
	40.9
	573.486(35); 575.502(100); 577.517(6); 599.502(53); 601.518(34); 603.533(1)
	2
	0.81
	0.00989

	52:5 (M+NH4+)
	870.754
	39.5
	547.472(2); 549.489(20); 551.503(6); 571.473(28); 573.488(100); 575.504(86); 577.52(9); 597.489(65); 599.504(58); 601.52(7); 603.535(3)
	2
	0.83
	0.15

	52:6 (M+NH4+)
	868.739
	38.4
	523.473(49); 547.471(22); 549.489(31); 571.473(54); 573.489(100); 575.505(19); 595.472(30); 597.489(60); 599.503(13); 603.534(10);625.516(7); 627.529(5)
	2
	1.04
	0.76

	54:5 (M+NH4+)
	898.785
	40.9
	549.488(2); 551.506(4); 553.511(1); 573.489(1); 575.505(12); 577.52(39); 579.53(1); 597.49(4); 599.505(100); 601.52(100); 603.535(30); 625.52(20); 627.536(3)
	2
	1.56
	0.03

	54:6 (M+NH4+)
	896.770
	39.5
	549.49(9); 551.504(33); 573.489(4); 575.504(65); 577.52(23); 595.473(1); 597.488(48); 599.504(100); 601.52(47); 603.536(5); 623.504(29); 625.519(8)
	2
	0.88
	0.11

	54:7 (M+NH4+)
	894.754
	38.0
	549.489(100);573.489(36); 575.504(48); 595.474(13); 597.489(60); 599.504(49); 601.518(8); 621.489(17); 623.504(15); 651.528(2); 653.604(8)
	2
	0.76
	0.0013

	54:8 (M+NH4+)
	
	
	
	3
	0.78
	0.03

	56:8 (M+NH4+)
	920.770
	39.6
	575.504(100); 577.52(1); 599.504(14); 601.519(11); 621.489(5); 623.504(18); 625.518(3); 647.504(14); 649.519(3)
	2
	0.88
	0.11

	56:9 (M+NH4+)
	918.754
	33.7
	573.487(96); 597.487(100); 599.503(83)
	2
	0.76
	0.0013

	56:10 (M+NH4+)
	916.739
	
	
	3
	0.78
	0.03

	58:8 (M+NH4+)
	948.801
	41.0
	575.503(6); 601.519(15); 602.522(5); 603.536(100); 627.534(8); 649.52(25); 651.536(3)
	2
	1.36
	0.097

	58:9 (M+NH4+)
	946.786
	38.1
	601.52(100); 625.518(8); 647.504(3); 649.52(9)
	2
	1.05
	0.79

	58:10 (M+NH4+)
	944.770
	
	
	3
	1.01
	0.98






Supplementary Figure 1
OPLS-DA analysis of the lipid profile of blood plasma from individuals with insulin receptoropathies (INSR) and lipodystrophy (LD). Using this model to predict class membership where 1 signifies a perfect classification as LD and 0 as a perfect classification of INSR, the two groups were readily discriminated with   INSR = 0.81 ± 0.22 and LD = 0.09 ± 0.22 (p = 1.2 * 10-6 according to a Student’s t-test).
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Supplementary Figure 2
OPLS-DA analysis of the triglyceride (TAG) profiles of female lipodystrophic patients compared with female controls. A. Scores Plot R2X=50.8%; R2Y=61.7%, Q2=30.5%. B. S-plot showing the most important TAGs for discriminating the two groups.
A
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