Additional Figure 2
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Additional Figure 2 – A. Mutational signatures for each sample in the discovery set.  B.  Mutational signatures found in the discovery set grouped according to clinical characteristics (age, recurrence, gender, ethnicity and smoking status). Signatures are displayed according to the 96 substitution classification defined by the substitution class and sequence context immediately 3’ and 5’ to the mutated base. The probability bars for the six types of substitutions are displayed in different colors. The mutation types are on the horizontal axes, whereas vertical axes depict the proportions of mutations attributed to a specific mutation type. All mutational signatures are displayed on the basis of the trinucleotide frequency of the human genome.
