Figure S6. Depth of coding sequence coverage for G GCX and KLK1.
Comparison of coverage between PAH Biobank cases and gnomAD WGS controls at read

depth >10X or >15X.



% CDS >10X

% CDS >15X

GGCX

1007
80
60 -
407
207

o cas?s
m controls

100+
80:
60 -
40
20

O_

®m cases
® controls

PN L e

L'g84967 8 1012 14
Exon number

KLK1

807

60
40
207

|

m cases
m controls

D i

100
80

607

407
20+

®m cases
m controls

| | | L

1 2 3 4 56
Exon number




	Additional file 10 revision legend.pdf (p.1)
	Additional file 10 revision.pdf (p.2)

