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ANPEP HTR7 CA13 PRSS22 CELA1 KCNN3 GRIK3 EDNRB BACE2 PLG

GSK3A GSR HRH1 ERBB3 PSMC4 PRSS23 GSTM3 HTR2A ACR HTR1B

KCNA2 LONP1 HPD KCNA7 KLK15 CACNA1G HTR1D ATP4B BCR HTR1E

OPRL1 KCNJ15 MAPK1 SLC1A2 EPHA1 TMPRSS7 ADORA1 FLT1 BCHE ALDH5A1

FES FDPS PARP2 PDGFRB HRH4 ALDH1A2 CACNA1E CYSLTR2 AGTR1 CLIC5

FURIN CNP PARP14 HTRA1 CLCA2 RET PLA2G5 CTSG CACNA1D PDE10A

MAOA ALDH4A1 PTP4A1 GRIK5 KCNJ10 KLK12 PTGFR GZMB PTH1R KCNQ5

PRSS8 MBTPS1 TXNRD1 EPHA10 KLK13 GRM1 EPHA8 KCNK10 SCN5A CNR1

BTK ADRB2 ALDH3A2 TUBG2 HTR3B TYRO3 KCNK2 KCNH5 CASR GRIK2

IMPDH2 PPARA VDR EPHB4 ABAT PADI2 RYR2 CYP19A1 DRD3 DDR1

PSMB6 CLCN2 PDE4C CYP17A1 CELA2A CMA1 KCNC4 CHRNA7 GRM7 EPHA7

PDE4A RYR1 SLC9A8 MASP2 TBXA2R GLP1R ROR1 CHRNB4 MME HDAC2

VKORC1 PIK3CD SENP2 SCNN1A ACE PADI6 CA6 GABRA5 RARB PRSS16

ALDH3B1 RARG PSEN1 KLK14 NTRK1 HTR5A RXRG GABRB3 EPHA6 PDE7B

CSF1R CLCN6 PPARG CHRNB2 PRSS56 HTR6 PLA2G2D NTRK3 SLC6A1 GSTA1

CLCN7 PLAU TMPRSS13 CA12 CACNA1I KLK2 S1PR1 GABRG3 KCNAB1 GSTA5

HRH2 PSMD4 LTA4H CA14 FGFR4 PSEN2 KCNH1 HCN4 EPHA3 CFTR

SCNN1D CHRM4 HCN2 UQCRC1 HDAC1 KLK11 KCNK1 MAPK6 EPHB1 CACNA2D1

GSTO1 PSMA3 PARP1 BACE1 NOS3 TPSAB1 KCNQ4 CHRM5 EPHB3 CHRM2

GSTO2 SLC9A5 PDE4D GSTT1 CNR2 CTRB1 KCND3 SCNN1B SCN10A GRM3

PTPN2 PSMB7 BRAF CHRNG PARP11 PPP1CB CLCA4 GRIN2A CACNA2D3 GRM8

PSMA6 LYN PREPL CA7 KCNJ11 NR1H4 PADI4 CACNA1H P2RY12 PRSS58

PSMC3 PARP6 CA2 CA5A RXRA DDR2 PLA2G2F SCNN1G HTR3C PDE1C

PTP4A2 MAPK11 PPP2R2A SLC9A6 DPP9 GSTM1 PCSK9 SLC6A2 SLC9A9 HDAC9

HDAC10 DNMT1 RRM2B MST1R GRM2 STS ADRB1 DHODH PRSS42 EPHB6

PSMB1 PDE6B CYP51A1 GRIN2C KLKB1 CLCA1 ALOX5 ABCC1 KIT PRSS1

TUBA4A PARP15 SV2A HRH3 STYK1 MAOB CACNB2 SCN4A ADRA2C PRSS2

HSD11B1 TOP1 RYK ATP4A FLT3 CHIA FGFR2 ALOX15B DRD5 RELN

CACNA1F KCNJ14 DNMT3A HTRA2 KCNQ2 PRSS12 ADRA2A CA10 GABRA2 EGFR

ODC1 TUBA1A DHFR CLCN1 GSTM4 CHRNA6 PNLIP PSMB3 GABRA4 SMO

TUBB2A SPHK1 DPP3 GRM4 ALDH3B2 TOP2A KCNMA1 TYMS GABRB1 KCND2

KCNN1 TUBA1C TOP2B PTGS1 POLB ALDH2 ALDH18A1 YES1 GRIA2 ADRA1A

HDAC6 PSMB4 PDE7A MERTK PLAT FAP CDK1 CACNA1A NR3C2 CYP11B1

IMPDH1 ERBB2 UGCG PRTN3 FGFR3 HTR1F HABP2 INSR PDE5A CHRNA2

CCR5 PSMB10 NR3C1 DNMT3B TMPRSS6 CORIN SLC18A2 KLK6 TMPRSS11ACHRNB3

SLC1A4 KCNK6 RRM1 KCNN4 RRM2 MASP1 KIF11 KLK5 EDNRA OPRK1

ADORA2A PROC ACP1 PLA2G3 PSMA5 SLC6A3 KCNK18 KLK7 EPHA5 KCNQ3

KCNC3 FNTA PSMD14 CHRNE POLI KCNJ13 KCNJ1 KLK8 KDR KCNK9

HDAC7 KCNAB2 PSMA4 SLC9A1 SLC9A3 TPSB2 ABCC8 KLK4 MAPK10 KCNB2

MET TUBB3 AKR1B1 ITGA2B HSD11B2 PPP2R1A TYR SRD5A2 TMPRSS11DPTP4A3

PSMA7 GSTP1 GSK3B KCNJ9 KCNJ16 CHRNA3 GRM5 XDH MTNR1A TRPA1

PREP PCSK7 PTGS2 ADRA2B CA9 LIPF KCNJ5 CACNB4 PDGFRA KCNV1

MAPK7 TXNRD2 PDE8A AXL PSMB2 HSD17B3 PDE3B PDE1A TMPRSS11EMAPK15

SENP8 ALDH3A1 ENOX2 ALOXE3 ALOX15 CHRNA1 DRD2 SCN2A HPGDS TEK

KCNJ2 JAK1 HDAC8 CA4 ADRB3 KCNK17 DRD4 ERBB4 CHRNA9 ALDH1A1

IGF1R COMT HMGCR ALOX12 NOS2 CA1 GRIA4 PDE11A PLA2G12A CACNA1B

PPP1CA TYK2 KCNK5 KLK1 HTR3E FGFR1 PGR SCN3A HTRA3 NTRK2

TUBG1 PRKCI ACAA2 RAF1 PSMC2 F10 TMPRSS4 SCN1A GABRG1 PCSK5

SIGMAR1 HPN MAPK8 F2 OPRM1 KLK10 KCNC1 KCNJ3 PCSK1 KCNT1

PTAFR CLIC3 HDAC11 DPEP1 KLK3 TMPRSS2 SLC22A12 KCNS3 HTR1A ROR2

MAPK3 CLCN5 MAPK14 LTK GSTA4 CHRNA4 GRIK4 DPP4 DRD1 S1PR3

TUBB1 SENP1 PDE4B HCN3 GSTM2 KCNJ12 TMPRSS5 KCNK3 GABRA1 GABBR2

GSTK1 GAA ROCK1 CHRM1 KCNH6 ST14 MTNR1B SCN7A GABRA6 SLC1A1

S1PR4 ESR2 PSMD6 PRSS21 GSTT2 CACNA1S CHRNA10 SCN9A GABRB2 RORB

PRSS27 PPP2CA PTK7 PRSS3 LCK PDE6C CCKBR SLC9A2 GABRG2 GRIN3A

CLCN3 JAK2 PARL CTRC EPHA2 ADRA1B KCNA1 ALK GRIA1 KCNV2

KCNA3 SRD5A3 PPP2R2D PCSK6 HTRA4 KCNK16 NOS1 EPHA4 HTR4 AR

GZMM ALDH9A1 ABL1 NR1I3 KCNH2 PTH2R CACNA1C ROCK2 PDE8B AGTR2

ADORA3 GSTZ1 POLG TUBB2B ALOX12B KCNK15 GRIN2B HDAC4 MAPK9 GABRA3

ITGB3 S1PR5 EPHB2 KCNQ1 CA5B GSTM5 PDE3A TRPM8 ALDH7A1 GRIA3

GRIN3B TBXAS1 PPP1CC KCNJ4 ABCG2 PLA2G2A PDE1B KCNH7 TERT HTR2C

MAPK12 ADORA2B TLR7 CLCNKB HTR2B ALDH1L1 SCN8A KCNG3 KCNN2 CLCN4

DPP7 SENP7 CLIC4 CYP1A2 CLIC6 KLK9 KCNC2 PCSK2 FLT4 CYSLTR1

PPARD SRD5A1 TLR4 GRM6 SLC6A4 SCN11A MGST1 KCNS1 GZMK CLIC2

TIPARP PPP2CB MAPK13 ELANE MUSK HTR3A KCNA5 KCNB1 GZMA GABRE

HDAC3 GRIN2D PARP12 CELA3A CACNA2D2 FYN KCNA6 GRIK1 GABRP GABRQ

PSMB5 PDE2A RARA CHRND CYP2D6 KCNF1 KCNJ8 PDE9A HCN1

DPP8 ABL2 CLCNKA CHRNA5 ROS1 ADRA1D ABCC9 TMPRSS3 ESR1

JAK3 TUBB6 ACHE HDAC5 TIE1 CHRM3 METAP2 KCNJ6 GSTA2

CCR2 AVPR2 GRIN1 CA3 OPRD1 GABRD CACNA2D4TMPRSS15 GSTA3
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Table 1

		Patient		Actual Responder		Predicted Responder		TIDE		IFNG		MSI Score		CD274		CD8		CTL.flag		Dysfunction		Exclusion		MDSC		CAF		TAM M2

		Pt2		TRUE		TRUE		-1.49		1.19		0.94		0.68		0.41		FALSE		-0.73		-1.49		-0.13		-0.07		-0.03

		Pt29		FALSE		TRUE		-1.06		1.15		0.75		-0.09		1.39		FALSE		-0.51		-1.06		-0.1		-0.09		0.02

		Pt37		TRUE		TRUE		-0.96		-0.89		0.69		-0.03		0.38		FALSE		-0.14		-0.96		0.04		-0.22		0.02

		Pt28		TRUE		TRUE		-0.92		-1.75		0.94		1.6		-1.81		FALSE		0.62		-0.92		-0.04		-0.1		0.01

		Pt27		TRUE		TRUE		-0.7		1.35		0.75		0.31		-0.02		FALSE		-0.55		-0.7		-0.02		-0.05		-0.04

		Pt6		TRUE		TRUE		-0.57		-1.57		0.77		-0.85		-2.13		FALSE		-1.04		-0.57		-0.1		-0.01		0.01

		Pt15		TRUE		TRUE		-0.35		0.18		0.64		-0.82		0.61		TRUE		-0.35		-0.54		0.01		-0.12		0.03

		Pt4		TRUE		TRUE		-0.07		0.35		0.16		0.38		-0.34		FALSE		-1.36		-0.07		0.03		-0.1		0.06

		Pt13		TRUE		FALSE		0.24		1.63		0.53		0.22		1.36		TRUE		0.24		0.61		0.07		0.2		-0.07

		Pt5		TRUE		FALSE		0.25		-2.32		0.71		-0.53		-1.98		FALSE		-2		0.25		0.07		-0.09		0.06

		Pt19		TRUE		FALSE		0.37		-0.58		0.19		-0.36		0.5		FALSE		1.32		0.37		0.02		0.02		0.02

		Pt35		TRUE		FALSE		0.38		-0.13		0.2		0.07		0.24		FALSE		-0.88		0.38		0.11		-0.08		0.04

		Pt8		TRUE		FALSE		0.43		-0.33		0.61		-0.49		-0.69		FALSE		-0.12		0.43		0.01		0.08		-0.04

		Pt31		FALSE		FALSE		0.47		-0.97		0.1		-0.09		-0.3		FALSE		1.42		0.47		0.06		0.05		-0.03

		Pt22		FALSE		FALSE		0.49		1.9		0.35		0.37		0.7		TRUE		0.49		0.11		-0.19		0.24		-0.02

		Pt23		FALSE		FALSE		0.58		1.33		0.45		-0.17		1.18		TRUE		0.58		-0.44		-0.07		0.04		-0.05

		Pt7		FALSE		FALSE		0.67		-0.72		0.44		-0.82		-0.9		FALSE		-0.62		0.67		0.08		-0.02		0.05

		Pt25		FALSE		FALSE		0.67		0.65		0.38		-0.38		1.84		TRUE		0.67		-0.56		0		-0.13		0.04

		Pt9		TRUE		FALSE		0.8		0.26		0.73		-0.58		0.55		FALSE		-0.12		0.8		0.06		0.04		0.02

		Pt1		FALSE		FALSE		1.04		0.73		0.54		-0.16		0.16		FALSE		-0.48		1.04		-0.05		0.2		0.01

		Pt20		FALSE		FALSE		1.2		2.68		0.82		1.34		3.76		TRUE		1.2		-3.37		-0.25		-0.18		-0.09

		Pt14		FALSE		FALSE		1.46		0.08		0.29		2.78		-1		FALSE		0.26		1.46		0.15		0.1		-0.03

		Pt12		FALSE		FALSE		1.59		-2.03		0.43		-1.03		-2.24		FALSE		-0.37		1.59		0.12		0.14		-0.01

		Pt38		TRUE		FALSE		2.33		1.42		0.37		1.45		1.67		TRUE		2.33		-3.04		-0.16		-0.25		-0.05

		Pt32		FALSE		FALSE		2.37		-1.25		0.03		-1.34		-1.09		FALSE		0.76		2.37		0.12		0.23		0.02

		Pt10		FALSE		FALSE		2.9		-2.35		0.26		-1.46		-2.25		FALSE		-1.19		2.9		0.22		0.21		0.02







Supplementary Table S5

		ANPEP		HTR7		CA13		PRSS22		CELA1		KCNN3		GRIK3		EDNRB		BACE2		PLG

		GSK3A		GSR		HRH1		ERBB3		PSMC4		PRSS23		GSTM3		HTR2A		ACR		HTR1B

		KCNA2		LONP1		HPD		KCNA7		KLK15		CACNA1G		HTR1D		ATP4B		BCR		HTR1E

		OPRL1		KCNJ15		MAPK1		SLC1A2		EPHA1		TMPRSS7		ADORA1		FLT1		BCHE		ALDH5A1

		FES		FDPS		PARP2		PDGFRB		HRH4		ALDH1A2		CACNA1E		CYSLTR2		AGTR1		CLIC5

		FURIN		CNP		PARP14		HTRA1		CLCA2		RET		PLA2G5		CTSG		CACNA1D		PDE10A

		MAOA		ALDH4A1		PTP4A1		GRIK5		KCNJ10		KLK12		PTGFR		GZMB		PTH1R		KCNQ5

		PRSS8		MBTPS1		TXNRD1		EPHA10		KLK13		GRM1		EPHA8		KCNK10		SCN5A		CNR1

		BTK		ADRB2		ALDH3A2		TUBG2		HTR3B		TYRO3		KCNK2		KCNH5		CASR		GRIK2

		IMPDH2		PPARA		VDR		EPHB4		ABAT		PADI2		RYR2		CYP19A1		DRD3		DDR1

		PSMB6		CLCN2		PDE4C		CYP17A1		CELA2A		CMA1		KCNC4		CHRNA7		GRM7		EPHA7

		PDE4A		RYR1		SLC9A8		MASP2		TBXA2R		GLP1R		ROR1		CHRNB4		MME		HDAC2

		VKORC1		PIK3CD		SENP2		SCNN1A		ACE		PADI6		CA6		GABRA5		RARB		PRSS16

		ALDH3B1		RARG		PSEN1		KLK14		NTRK1		HTR5A		RXRG		GABRB3		EPHA6		PDE7B

		CSF1R		CLCN6		PPARG		CHRNB2		PRSS56		HTR6		PLA2G2D		NTRK3		SLC6A1		GSTA1

		CLCN7		PLAU		TMPRSS13		CA12		CACNA1I		KLK2		S1PR1		GABRG3		KCNAB1		GSTA5

		HRH2		PSMD4		LTA4H		CA14		FGFR4		PSEN2		KCNH1		HCN4		EPHA3		CFTR

		SCNN1D		CHRM4		HCN2		UQCRC1		HDAC1		KLK11		KCNK1		MAPK6		EPHB1		CACNA2D1

		GSTO1		PSMA3		PARP1		BACE1		NOS3		TPSAB1		KCNQ4		CHRM5		EPHB3		CHRM2

		GSTO2		SLC9A5		PDE4D		GSTT1		CNR2		CTRB1		KCND3		SCNN1B		SCN10A		GRM3

		PTPN2		PSMB7		BRAF		CHRNG		PARP11		PPP1CB		CLCA4		GRIN2A		CACNA2D3		GRM8

		PSMA6		LYN		PREPL		CA7		KCNJ11		NR1H4		PADI4		CACNA1H		P2RY12		PRSS58

		PSMC3		PARP6		CA2		CA5A		RXRA		DDR2		PLA2G2F		SCNN1G		HTR3C		PDE1C

		PTP4A2		MAPK11		PPP2R2A		SLC9A6		DPP9		GSTM1		PCSK9		SLC6A2		SLC9A9		HDAC9

		HDAC10		DNMT1		RRM2B		MST1R		GRM2		STS		ADRB1		DHODH		PRSS42		EPHB6

		PSMB1		PDE6B		CYP51A1		GRIN2C		KLKB1		CLCA1		ALOX5		ABCC1		KIT		PRSS1

		TUBA4A		PARP15		SV2A		HRH3		STYK1		MAOB		CACNB2		SCN4A		ADRA2C		PRSS2

		HSD11B1		TOP1		RYK		ATP4A		FLT3		CHIA		FGFR2		ALOX15B		DRD5		RELN

		CACNA1F		KCNJ14		DNMT3A		HTRA2		KCNQ2		PRSS12		ADRA2A		CA10		GABRA2		EGFR

		ODC1		TUBA1A		DHFR		CLCN1		GSTM4		CHRNA6		PNLIP		PSMB3		GABRA4		SMO

		TUBB2A		SPHK1		DPP3		GRM4		ALDH3B2		TOP2A		KCNMA1		TYMS		GABRB1		KCND2

		KCNN1		TUBA1C		TOP2B		PTGS1		POLB		ALDH2		ALDH18A1		YES1		GRIA2		ADRA1A

		HDAC6		PSMB4		PDE7A		MERTK		PLAT		FAP		CDK1		CACNA1A		NR3C2		CYP11B1

		IMPDH1		ERBB2		UGCG		PRTN3		FGFR3		HTR1F		HABP2		INSR		PDE5A		CHRNA2

		CCR5		PSMB10		NR3C1		DNMT3B		TMPRSS6		CORIN		SLC18A2		KLK6		TMPRSS11A		CHRNB3

		SLC1A4		KCNK6		RRM1		KCNN4		RRM2		MASP1		KIF11		KLK5		EDNRA		OPRK1

		ADORA2A		PROC		ACP1		PLA2G3		PSMA5		SLC6A3		KCNK18		KLK7		EPHA5		KCNQ3

		KCNC3		FNTA		PSMD14		CHRNE		POLI		KCNJ13		KCNJ1		KLK8		KDR		KCNK9

		HDAC7		KCNAB2		PSMA4		SLC9A1		SLC9A3		TPSB2		ABCC8		KLK4		MAPK10		KCNB2

		MET		TUBB3		AKR1B1		ITGA2B		HSD11B2		PPP2R1A		TYR		SRD5A2		TMPRSS11D		PTP4A3

		PSMA7		GSTP1		GSK3B		KCNJ9		KCNJ16		CHRNA3		GRM5		XDH		MTNR1A		TRPA1

		PREP		PCSK7		PTGS2		ADRA2B		CA9		LIPF		KCNJ5		CACNB4		PDGFRA		KCNV1

		MAPK7		TXNRD2		PDE8A		AXL		PSMB2		HSD17B3		PDE3B		PDE1A		TMPRSS11E		MAPK15

		SENP8		ALDH3A1		ENOX2		ALOXE3		ALOX15		CHRNA1		DRD2		SCN2A		HPGDS		TEK

		KCNJ2		JAK1		HDAC8		CA4		ADRB3		KCNK17		DRD4		ERBB4		CHRNA9		ALDH1A1

		IGF1R		COMT		HMGCR		ALOX12		NOS2		CA1		GRIA4		PDE11A		PLA2G12A		CACNA1B

		PPP1CA		TYK2		KCNK5		KLK1		HTR3E		FGFR1		PGR		SCN3A		HTRA3		NTRK2

		TUBG1		PRKCI		ACAA2		RAF1		PSMC2		F10		TMPRSS4		SCN1A		GABRG1		PCSK5

		SIGMAR1		HPN		MAPK8		F2		OPRM1		KLK10		KCNC1		KCNJ3		PCSK1		KCNT1

		PTAFR		CLIC3		HDAC11		DPEP1		KLK3		TMPRSS2		SLC22A12		KCNS3		HTR1A		ROR2

		MAPK3		CLCN5		MAPK14		LTK		GSTA4		CHRNA4		GRIK4		DPP4		DRD1		S1PR3

		TUBB1		SENP1		PDE4B		HCN3		GSTM2		KCNJ12		TMPRSS5		KCNK3		GABRA1		GABBR2

		GSTK1		GAA		ROCK1		CHRM1		KCNH6		ST14		MTNR1B		SCN7A		GABRA6		SLC1A1

		S1PR4		ESR2		PSMD6		PRSS21		GSTT2		CACNA1S		CHRNA10		SCN9A		GABRB2		RORB

		PRSS27		PPP2CA		PTK7		PRSS3		LCK		PDE6C		CCKBR		SLC9A2		GABRG2		GRIN3A

		CLCN3		JAK2		PARL		CTRC		EPHA2		ADRA1B		KCNA1		ALK		GRIA1		KCNV2

		KCNA3		SRD5A3		PPP2R2D		PCSK6		HTRA4		KCNK16		NOS1		EPHA4		HTR4		AR

		GZMM		ALDH9A1		ABL1		NR1I3		KCNH2		PTH2R		CACNA1C		ROCK2		PDE8B		AGTR2

		ADORA3		GSTZ1		POLG		TUBB2B		ALOX12B		KCNK15		GRIN2B		HDAC4		MAPK9		GABRA3

		ITGB3		S1PR5		EPHB2		KCNQ1		CA5B		GSTM5		PDE3A		TRPM8		ALDH7A1		GRIA3

		GRIN3B		TBXAS1		PPP1CC		KCNJ4		ABCG2		PLA2G2A		PDE1B		KCNH7		TERT		HTR2C

		MAPK12		ADORA2B		TLR7		CLCNKB		HTR2B		ALDH1L1		SCN8A		KCNG3		KCNN2		CLCN4

		DPP7		SENP7		CLIC4		CYP1A2		CLIC6		KLK9		KCNC2		PCSK2		FLT4		CYSLTR1

		PPARD		SRD5A1		TLR4		GRM6		SLC6A4		SCN11A		MGST1		KCNS1		GZMK		CLIC2

		TIPARP		PPP2CB		MAPK13		ELANE		MUSK		HTR3A		KCNA5		KCNB1		GZMA		GABRE

		HDAC3		GRIN2D		PARP12		CELA3A		CACNA2D2		FYN		KCNA6		GRIK1		GABRP		GABRQ

		PSMB5		PDE2A		RARA		CHRND		CYP2D6		KCNF1		KCNJ8		PDE9A		HCN1

		DPP8		ABL2		CLCNKA		CHRNA5		ROS1		ADRA1D		ABCC9		TMPRSS3		ESR1

		JAK3		TUBB6		ACHE		HDAC5		TIE1		CHRM3		METAP2		KCNJ6		GSTA2

		CCR2		AVPR2		GRIN1		CA3		OPRD1		GABRD		CACNA2D4		TMPRSS15		GSTA3





HugoClin

		Patient		OS		OS.Event		RECIST		Age		Gender		Stage		MAPKi		Response

		Pt1		607		1		0		66		1		2		0		0

		Pt2		927		0		2		55		0		3		0		1

		Pt3		691		1		2		58		0		3		0		1

		Pt4		948		0		2		62		0		3		1		1

		Pt5		439		0		2		61		0		3		0		1

		Pt6		882		0		2		51		0		3		1		1

		Pt7		662		1		0		55		1		3		0		0

		Pt8				0		3		69		0		1		0		1

		Pt9		1054		0		3		68		0		0		0		1

		Pt10		387		0		0		60		0		1		1		0

		Pt11		467		1		0		37		0		3		0		0

		Pt12		327		1		0		59		0		3		0		0

		Pt13		917		0		3		53		1		3		0		1

		Pt14		54		0		0		27		1		3		0		0

		Pt15		980		1		2		70		0		2		1		1

		Pt16		186		1		0		19		0		2		1		0

		Pt17		953		1		0		67		0		1		0		0

		Pt18		1081		0		2		64		0		3		0		1

		Pt19		1060		0		2		45		0		3		0		1

		Pt20		337		1		0		63		1		3		0		0

		Pt21		945		1		2		60		0		2		0		1

		Pt22		182		1		0		55		0		3		0		0

		Pt23		103		1		0		63		0		3		1		0

		Pt24		974		1		2		70		0		3		0		1

		Pt25		262		1		0		74		0		3		1		0

		Pt26		1336		0		3		71		0		3		1		1

		Pt27		548		0		3		83		0		3		0		1

		Pt28		439		1		2		82		0		3		0		1

		Pt29		269		1		0		84		0		3		1		0

		Pt30		100		1		0		80		1		3		0		0

		Pt31		704		0		0		47		0		3		0		0

		Pt32		171		1		0		47		0		3		1		0

		Pt33		2177		0		3		80		1		1		0		1

		Pt34		418		0		3		42		0		3		1		1

		Pt35		427		0		2		65		1		3		1		1

		Pt36		837		1		0		61		1		1		0		0

		Pt37		364		0		2		70		1		3		1		1

		Pt38		448		0		2		57		1		3		1		1






